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<210> 1 

<211> 760 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Met Asp Gin Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 
1 5 10 15 

Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gin Val Asp Gly Asp 
20 25 30 



Asn Ser His Val Glu Met Lys Leu Ala Val Asp Glu Glu Glu Asn Ala 
35 40 45 



Asp Asn Asn Thr Lys Ala Asn Val Thr Lys Pro Lys Arg Cys Ser Gly 
50 55 60 



Ser lie Cys Tyr Gly Thr lie Ala Val lie Val Phe Phe Leu lie Gly 



Phe Met He Gly Tyr Leu Gly Tyr Cys Lys Gly Val Glu Pro Lys Thr 
85 90 95 



Glu Cys Glu Arg Leu Ala Gly Thr Glu Ser Pro Val Arg Glu Glu Pro 
100 105 110 



Gly Glu Asp Phe Pro Ala Ala Arg Arg Leu Tyr Trp Asp Asp Leu Lys 
115 120 125 



Arg Lys Leu Ser Glu Lys Leu Asp Ser Thr Asp Phe Thr Gly Thr He 
130 135 140 



Lys Leu Leu Asn Glu Asn Ser Tyr Val Pro Arg Glu Ala Gly Ser Gin 
145 150 155 160 



Lys Asp Glu Asn Leu Ala Leu Tyr Val Glu Asn Gin Phe Arg Glu Phe 
165 170 175 



Lys Leu Ser Lys Val Trp Arg Asp Gin His Phe Val Lys He Gin Val 
180 185 190 



Lys Asp Ser Ala Gin Asn Ser Val He He Val Asp Lys Asn Gly Arg 
195 200 205 



Leu Val Tyr Leu Val Glu Asn Pro Gly Gly Tyr Val Ala Tyr Ser Lys 
210 215 220 



Ala Ala Thr Val Thr Gly Lys Leu Val His Ala Asn Phe Gly Thr Lys 
225 230 235 240 



Lys Asp Phe Glu Asp Leu Tyr Thr Pro Val Asn Gly Ser He Val He 
245 250 255 



Val Arg Ala Gly Lys He Thr Phe Ala Glu Lys Val Ala Asn Ala Glu 
260 265 270 



Ser Leu Asn Ala He Gly Val Leu lie Tyr Met Asp Gin Thr Lys Phe 
275 280 285 



Pro lie Val Asn Ala Glu Leu Ser Phe Phe Gly His Ala His Leu Gly 
290 295 300 



Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gin 
305 310 315 320 



Phe Pro Pro Ser Arg Ser Ser Gly Leu Pro Asn He Pro Val Gin Thr 
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325 330 335 



lie Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Asn Met Glu Gly Asp 
340 345 350 



Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr Cys Arg Met Val Thr Ser 
355 360 365 



Glu Ser Lys Asn Val Lys Leu Thr Val Ser Asn Val Leu Lys Glu lie 
370 375 380 



Lys lie Leu Asn lie Phe Gly Val lie Lys Gly Phe Val Glu Pro Asp 
385 390 395 400 



His Tyr Val Val Val Gly Ala Gin Arg Asp Ala Trp Gly Pro Gly Ala 
405 410 415 



Ala Lys Ser Gly Val Gly Thr Ala Leu Leu Leu Lys Leu Ala Gin Met 
420 425 430 



Phe Ser Asp Met Val Leu Lys Asp Gly Phe Gin Pro Ser Arg Ser lie 
435 440 445 



lie Phe Ala Ser Trp Ser Ala Gly Asp Phe Gly Ser Val Gly Ala Thr 
450 455 460 



Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys Ala Phe Thr 
465 470 475 480 



Tyr lie Asn Leu Asp Lys Ala Val Leu Gly Thr Ser Asn Phe Lys Val 
485 490 495 



Ser Ala Ser Pro Leu Leu Tyr Thr Leu lie Glu Lys Thr Met Gin Asn 
500 505 510 



Val Lys His Pro Val Thr Gly Gin Phe Leu Tyr Gin Asp Ser Asn Trp 
515 520 525 



Ala Ser Lys Val Glu Lys Leu Thr Leu Asp Asn Ala Ala Phe Pro Phe 
530 535 540 



Leu Ala Tyr Ser Gly lie Pro Ala Val Ser Phe Cys Phe Cys Glu Asp 
545 550 555 560 



Thr Asp Tyr Pro Tyr Leu Gly Thr Thr Met Asp Thr Tyr Lys Glu Leu 
565 570 575 



lie Glu Arg lie Pro Glu Leu Asn Lys Val Ala Arg Ala Ala Ala Glu 
580 585 590 



Val Ala Gly Gin Phe Val lie Lys Leu Thr His Asp Val Glu Leu Asn 
595 600 605 



Leu Asp Tyr Glu Arg Tyr Asn Ser Gin Leu Leu Ser Phe Val Arg Asp 
610 615 620 



Leu Asn Gin Tyr Arg Ala Asp lie Lys Glu Met Gly Leu Ser Leu Gin 
625 630 635 640 



Trp Leu Tyr Ser Ala Arg Gly Asp Phe Phe Arg Ala Thr Ser Arg Leu 
645 650 655 



Thr Thr Asp Phe Gly Asn Ala Glu Lys Thr Asp Arg Phe Val Met Lys 
660 665 670 



Lys Leu Asn Asp Arg Val Met Arg Val Glu Tyr His Phe Leu Ser Pro 
675 680 685 



Tyr Val Ser Pro Lys Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser 
690 695 700 



Gly Ser His Thr Leu Pro Ala Leu Leu Glu Asn Leu Lys Leu Arg Lys 
705 710 715 720 



Gin Asn Asn Gly Ala Phe Asn Glu Thr Leu Phe Arg Asn Gin Leu Ala 
725 730 735 



Leu Ala Thr Trp Thr lie Gin Gly Ala Ala Asn Ala Leu Ser Gly Asp 
740 745 750 



Val Trp Asp lie Asp Asn Glu Phe 

760 





755 


<210> 
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<211> 


760 


<212> 


PRT 


<213> 


Homo 


<400> 


2 



Met Met Asp Gin Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 
1 5 10 15 
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Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gin Val Asp Gly Asp 
20 25 30 



Asn Ser His Val Glu Met Lys Leu Ala Val Asp Glu Glu Glu Asn Ala 
35 40 45 



Asp Asn Asn Thr Lys Ala Asn Val Thr Lys Pro Lys Arg Cys Ser Gly 
50 55 60 



Ser lie Cys Tyr Gly Thr He Ala Val He Val Phe Phe Leu He Gly 
65 70 75 80 



Phe Met He Gly Tyr Leu Gly Tyr Cys Lys Gly Val Glu Pro Lys Thr 
85 90 95 



Glu Cys Glu Arg Leu Ala Gly Thr Glu Ser Pro Val Arg Glu Glu Pro 
100 105 110 



Gly Glu Asp Phe Pro Ala Ala Arg Arg Leu Tyr Trp Asp Asp Leu Lys 
115 120 125 



Arg Lys Leu Ser Glu Lys Leu Asp Ser Thr Asp Phe Thr Gly Thr He 
130 135 140 



Lys Leu Leu Asn Glu Asn Ser Tyr Val Pro Arg Glu Ala Gly Ser Gin 
145 150 155 160 



Lys Asp Glu Asn Leu Ala Leu Tyr Val Glu Asn Gin Phe Arg Glu Phe 
165 170 175 



Lys Leu Ser Lys Val Trp Arg Asp Gin His Phe Val Lys He Gin Val 
180 185 190 



Lys Asp Ser Ala Gin Asn Ser Val He He Val Asp Lys Asn Gly Arg 
195 200 205 



Leu Val Tyr Leu Val Glu Asn Pro Gly Gly Tyr Val Ala Tyr Ser Lys 
210 215 220 



Ala Ala Thr Val Thr Gly Lys Leu Val His Ala Asn Phe Gly Thr Lys 
225 230 235 240 



Lys Asp Phe Glu Asp Leu Tyr Thr Pro Val Asn Gly Ser He Val He 
245 250 255 



Val Arg Ala Gly Lys He Thr Phe Ala Glu Lys Val Ala Asn Ala Glu 



260 



265 



270 



Ser Leu Asn Ala lie Gly Val Leu lie Tyr Met Asp Gin Thr Lys Phe 
275 280 285 



Pro lie Val Asn Ala Glu Leu Ser Phe Phe Gly His Ala His Leu Gly 
290 295 300 



Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gin 
305 310 315 320 



Phe Pro Pro Ser Arg Ser Ser Gly Leu Pro Asn lie Pro Val Gin Thr 
325 330 335 



lie Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Asn Met Glu Gly Asp 
340 345 350 



Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr Cys Arg Met Val Thr Ser 
355 360 365 



Glu Ser Lys Asn Val Lys Leu Thr Val Ser Asn Val Leu Lys Glu lie 
370 375 380 



Lys lie Leu Asn lie Phe Gly Val lie Lys Gly Phe Val Glu Pro Asp 
385 390 395 400 



His Tyr Val Val Val Gly Ala Gin Arg Asp Ala Trp Gly Pro Gly Ala 
405 410 415 



Ala Lys Ser Gly Val Gly Thr Ala Leu Leu Leu Lys Leu Ala Gin Met 
420 425 430 



Phe Ser Asp Met Val Leu Lys Asp Gly Phe Gin Pro Ser Arg Ser He 
435 440 445 



He Phe Ala Ser Trp Ser Ala Gly Asp Phe Gly Ser Val Gly Ala Thr 
450 455 460 



Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys Ala Phe Thr 
465 470 475 480 



Tyr He Asn Leu Asp Lys Ala Val Leu Gly Thr Ser Asn Phe Lys Val 
485 490 495 



Ser Ala Ser Pro Leu Leu Tyr Thr Leu He Glu Lys Thr Met Gin Asn 
500 505 510 



Val Lys His Pro Val Thr Gly Gin Phe Leu Tyr Gin Asp Ser Asn Trp 
515 520 525 



Ala Ser Lys Val Glu Lys Leu Thr Leu Asp Asn Ala Ala Phe Pro Phe 
530 535 540 



Leu Ala Tyr Ser Gly lie Pro Ala Val Ser Phe Cys Phe Cys Glu Asp 
545 550 555 560 



Thr Asp Tyr Pro Tyr Leu Gly Thr Thr Met Asp Thr Tyr Lys Glu Leu 
565 570 575 



lie Glu Arg lie Pro Glu Leu Asn Lys Val Ala Arg Ala Ala Ala Glu 
580 585 590 



Val Ala Gly Gin Phe Val lie Lys Leu Thr His Asp Val Glu Leu Asn 
595 600 605 



Leu Asp Tyr Glu Arg Tyr Asn Ser Gin Leu Leu Ser Phe Val Arg Asp 
610 615 620 



Leu Asn Gin Tyr Arg Ala Asp lie Lys Glu Met Gly Leu Ser Leu Gin 
625 630 635 640 



Trp Leu Tyr Ser Ala Arg Gly Asp Phe Phe Arg Ala Thr Ser Arg Leu 
645 650 655 



Thr Thr Asp Phe Gly Asn Ala Glu Lys Thr Asp Arg Phe Val Met Lys 
660 665 670 



Lys Leu Asn Asp Arg Val Met Arg Val Glu Tyr His Phe Leu Ser Pro 
675 680 685 



Tyr Val Ser Pro Lys Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser 
690 695 700 



Gly Ser His Thr Leu Pro Ala Leu Leu Glu Asn Leu Lys Leu Arg Lys 
705 710 715 720 



Gin Asn Asn Gly Ala Phe Asn Glu Thr Leu Phe Arg Asn Gin Leu Ala 
725 730 735 



Leu Ala Thr Trp Thr lie Gin Gly Ala Ala Asn Ala Leu Ser Gly Asp 
740 745 750 



Val Trp Asp lie Asp Asn Glu Phe 
755 760 



<210> 3 

<211> 760 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Met Asp Gin Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 
15 10 15 



Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gin Val Asp Gly Asp 
20 25 30 



Asn Ser His Val Glu Met Lys Leu Ala Val Asp Glu Glu Glu Asn Ala 
35 40 45 



Asp Asn Asn Thr Lys Ala Asn Val Thr Lys Pro Lys Arg Cys Ser Gly 
50 55 60 



Ser He Cys Tyr Gly Thr He Ala Val He Val Phe Phe Leu He Gly 
65 70 75 80 



Phe Met He Gly Tyr Leu Gly Tyr Cys Lys Gly Val Glu Pro Lys Thr 
85 90 95 



Glu Cys Glu Arg Leu Ala Gly Thr Glu Ser Pro Val Arg Glu Glu Pro 
100 105 110 



Gly Glu Asp Phe Pro Ala Ala Arg Arg Leu Tyr Trp Asp Asp Leu Lys 
115 120 125 



Arg Lys Leu Ser Glu Lys Leu Asp Ser Thr Asp Phe Thr Gly Thr He 
130 135 140 



Lys Leu Leu Asn Glu Asn Ser Tyr Val Pro Arg Glu Ala Gly Ser Gin 
145 150 155 160 



Lys Asp Glu Asn Leu Ala Leu Tyr Val Glu Asn Gin Phe Arg Glu Phe 
165 170 175 



Lys Leu Ser Lys Val Trp Arg Asp Gin His Phe Val Lys He Gin Val 
180 185 190 



Lys Asp Ser Ala Gin Asn Ser Val He He Val Asp Lys Asn Gly Arg 



195 



200 



205 



Leu Val Tyr Leu Val Glu Asn Pro Gly Gly Tyr Val Ala Tyr Ser Lys 
210 215 220 



Ala Ala Thr Val Thr Gly Lys Leu Val His Ala Asn Phe Gly Thr Lys 
225 230 235 240 



Lys Asp Phe Glu Asp Leu Tyr Thr Pro Val Asn Gly Ser lie Val lie 
245 250 255 



Val Arg Ala Gly Lys lie Thr Phe Ala Glu Lys Val Ala Asn Ala Glu 
260 265 270 



Ser Leu Asn Ala lie Gly Val Leu lie Tyr Met Asp Gin Thr Lys Phe 
275 280 285 



Pro lie Val Asn Ala Glu Leu Ser Phe Phe Gly His Ala His Leu Gly 
290 295 300 



Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gin 
305 310 315 320 



Phe Pro Pro Ser Arg Ser Ser Gly Leu Pro Asn lie Pro Val Gin Thr 
325 330 335 



lie Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Asn Met Glu Gly Asp 
340 345 350 



Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr Cys Arg Met Val Thr Ser 
355 360 365 



Glu Ser Lys Asn Val Lys Leu Thr Val Ser Asn Val Leu Lys Glu lie 
370 375 380 



Lys lie Leu Asn lie Phe Gly Val lie Lys Gly Phe Val Glu Pro Asp 
385 390 395 400 



His Tyr Val Val Val Gly Ala Gin Arg Asp Ala Trp Gly Pro Gly Ala 
405 410 415 



Ala Lys Ser Gly Val Gly Thr Ala Leu Leu Leu Lys Leu Ala Gin Met 
420 425 430 



Phe Ser Asp Met Val Leu Lys Asp Gly Phe Gin Pro Ser Arg Ser lie 
435 440 445 
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Ile Phe Ala Ser Trp Ser Ala Gly Asp Phe Gly Ser Val Gly Ala Thr 
450 455 460 



Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys Ala Phe Thr 
465 470 475 480 



Tyr lie Asn Leu Asp Lys Ala Val Leu Gly Thr Ser Asn Phe Lys Val 
485 490 495 



Ser Ala Ser Pro Leu Leu Tyr Thr Leu lie Glu Lys Thr Met Gin Asn 
500 505 510 



Val Lys His Pro Val Thr Gly Gin Phe Leu Tyr Gin Asp Ser Asn Trp 
515 520 525 



Ala Ser Lys Val Glu Lys Leu Thr Leu Asp Asn Ala Ala Phe Pro Phe 
530 535 540 



Leu Ala Tyr Ser Gly lie Pro Ala Val Ser Phe Cys Phe Cys Glu Asp 
545 550 555 560 



Thr Asp Tyr Pro Tyr Leu Gly Thr Thr Met Asp Thr Tyr Lys Glu Leu 
565 570 575 



lie Glu Arg lie Pro Glu Leu Asn Lys Val Ala Arg Ala Ala Ala Glu 
580 585 590 



Val Ala Gly Gin Phe Val lie Lys Leu Thr His Asp Val Glu Leu Asn 
595 600 605 



Leu Asp Tyr Glu Arg Tyr Asn Ser Gin Leu Leu Ser Phe Val Arg Asp 
610 615 620 



Leu Asn Gin Tyr Arg Ala Asp lie Lys Glu Met Gly Leu Ser Leu Gin 
625 630 635 640 



Trp Leu Tyr Ser Ala Arg Gly Asp Phe Phe Arg Ala Thr Ser Arg Leu 
645 650 655 



Thr Thr Asp Phe Gly Asn Ala Glu Lys Thr Asp Arg Phe Val Met Lys 
660 665 670 



Lys Leu Asn Asp Arg Val Met Arg Val Glu Tyr His Phe Leu Ser Pro 
675 680 685 



Tyr Val Ser Pro Lys Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser 
690 695 700 



Gly Ser His Thr Leu Pro Ala Leu Leu Glu Asn Leu Lys Leu Arg Lys 
705 710 715 720 



Gin Asn Asn Gly Ala Phe Asn Glu Thr Leu Phe Arg Asn Gin Leu Ala 
725 730 735 



Leu Ala Thr Trp Thr lie Gin Gly Ala Ala Asn Ala Leu Ser Gly Asp 
740 745 750 



Val Trp Asp lie Asp Asn Glu Phe 
755 760 



<210> 4 

<211> 760 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Met Asp Gin Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 
15 10 15 



Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gin Val Asp Gly Asp 
20 25 30 



Asn Ser His Val Glu Met Lys Leu Ala Val Asp Glu Glu Glu Asn Ala 
35 40 45 



Asp Asn Asn Thr Lys Ala Asn Val Thr Lys Pro Lys Arg Cys Ser Gly 
50 55 60 



Ser He Cys Tyr Gly Thr He Ala Val He Val Phe Phe Leu He Gly 
65 70 75 80 



Phe Met He Gly Tyr Leu Gly Tyr Cys Lys Gly Val Glu Pro Lys Thr 
85 90 95 



Glu Cys Glu Arg Leu Ala Gly Thr Glu Ser Pro Val Arg Glu Glu Pro 
100 105 110 



Gly Glu Asp Phe Pro Ala Ala Arg Arg Leu Tyr Trp Asp Asp Leu Lys 
115 120 125 



Arg Lys Leu Ser Glu Lys Leu Asp Ser Thr Asp Phe Thr Ser Thr lie 
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130 135 140 



Lys Leu Leu Asn Glu Asn Ser Tyr Val Pro Arg Glu Ala Gly Ser Gin 
145 150 155 160 



Lys Asp Glu Asn Leu Ala Leu Tyr Val Glu Asn Gin Phe Arg Glu Phe 
165 170 175 



Lys Leu Ser Lys Val Trp Arg Asp Gin His Phe Val Lys lie Gin Val 
180 185 190 



Lys Asp Ser Ala Gin Asn Ser Val lie lie Val Asp Lys Asn Gly Arg 
195 200 205 



Leu Val Tyr Leu Val Glu Asn Pro Gly Gly Tyr Val Ala Tyr Ser Lys 
210 215 220 



Ala Ala Thr Val Thr Gly Lys Leu Val His Ala Asn Phe Gly Thr Lys 
225 230 235 240 



Lys Asp Phe Glu Asp Leu Tyr Thr Pro Val Asn Gly Ser lie Val lie 
245 250 255 



Val Arg Ala Gly Lys lie Thr Phe Ala Glu Lys Val Ala Asn Ala Glu 
260 265 270 



Ser Leu Asn Ala lie Gly Val Leu lie Tyr Met Asp Gin Thr Lys Phe 
275 280 285 



Pro lie Val Asn Ala Glu Leu Ser Phe Phe Gly His Ala His Leu Gly 
290 295 300 



Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gin 
305 310 315 320 



Phe Pro Pro Ser Arg Ser Ser Gly Leu Pro Asn lie Pro Val Gin Thr 
325 330 335 



lie Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Asn Met Glu Gly Asp 
340 345 350 



Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr Cys Arg Met Val Thr Ser 
355 360 365 



Glu Ser Lys Asn Val Lys Leu Thr Val Ser Asn Val Leu Lys Glu lie 
370 375 380 
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Lys lie Leu Asn lie Phe Gly Val lie Lys Gly Phe Val Glu Pro Asp 
385 390 395 400 



His Tyr Val Val Val Gly Ala Gin Arg Asp Ala Trp Gly Pro Gly Ala 
405 410 415 



Ala Lys Ser Gly Val Gly Thr Ala Leu Leu Leu Lys Leu Ala Gin Met 
420 425 430 



Phe Ser Asp Met Val Leu Lys Asp Gly Phe Gin Pro Ser Arg Ser lie 
435 440 445 



lie Phe Ala Ser Trp Ser Ala Gly Asp Phe Gly Ser Val Gly Ala Thr 
450 455 460 



Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys Ala Phe Thr 
465 470 475 480 



Tyr lie Asn Leu Asp Lys Ala Val Leu Gly Thr Ser Asn Phe Lys Val 
485 490 495 



Ser Ala Ser Pro Leu Leu Tyr Thr Leu lie Glu Lys Thr Met Gin Asn 
500 505 510 



Val Lys His Pro Val Thr Gly Gin Phe Leu Tyr Gin Asp Ser Asn Trp 
515 520 525 



Ala Ser Lys Val Glu Lys Leu Thr Leu Asp Asn Ala Ala Phe Pro Phe 
530 535 540 



Leu Ala Tyr Ser Gly lie Pro Ala Val Ser Phe Cys Phe Cys Glu Asp 
545 550 555 560 



Thr Asp Tyr Pro Tyr Leu Gly Thr Thr Met Asp Thr Tyr Lys Glu Leu 
565 570 575 



lie Glu Arg lie Pro Glu Leu Asn Lys Val Ala Arg Ala Ala Ala Glu 
580 585 590 



Val Ala Gly Gin Phe Val lie Lys Leu Thr His Asp Val Glu Leu Asn 
595 600 605 



Leu Asp Tyr Glu Arg Tyr Asn Ser Gin Leu Leu Ser Phe Val Arg Asp 
610 615 620 
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Leu Asn Gin Tyr Arg Ala Asp lie Lys Glu Met Gly Leu Ser Leu Gin 
625 630 635 640 



Trp Leu Tyr Ser Ala Arg Gly Asp Phe Phe Arg Ala Thr Ser Arg Leu 
645 650 655 



Thr Thr Asp Phe Gly Asn Ala Glu Lys Thr Asp Arg Phe Val Met Lys 
660 665 670 



Lys Leu Asn Asp Arg Val Met Arg Val Glu Tyr His Phe Leu Ser Pro 
675 680 685 



Tyr Val Ser Pro Lys Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser 
690 695 700 



Gly Ser His Thr Leu Pro Ala Leu Leu Glu Asn Leu Lys Leu Arg Lys 
705 710 715 720 



Gin Asn Asn Gly Ala Phe Asn Glu Thr Leu Phe Arg Asn Gin Leu Ala 
725 730 735 



Leu Ala Thr Trp Thr lie Gin Gly Ala Ala Asn Ala Leu Ser Gly Asp 
740 745 750 



Val Trp Asp lie Asp Asn Glu Phe 
755 760 



<210> 5 

<211> 760 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Met Asp Gin Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 
15 10 15 



Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gin Val Asp Gly Asp 
20 25 30 



Asn Ser His Val Glu Met Lys Leu Ala Val Asp Glu Glu Glu Asn Ala 
35 40 45 



Asp Asn Asn Thr Lys Ala Asn Val Thr Lys Pro Lys Arg Cys Ser Gly 
50 55 60 



Ser lie Cys Tyr Gly Thr lie Ala Val lie Val Phe Phe Leu lie Gly 
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65 70 75 80 



Phe Met lie Gly Tyr Leu Gly Tyr Cys Lys Gly Val Glu Pro Lys Thr 
85 90 95 



Glu Cys Glu Arg Leu Ala Gly Thr Glu Ser Pro Val Arg Glu Glu Pro 
100 105 110 



Gly Glu Asp Phe Pro Ala Ala Arg Arg Leu Tyr Trp Asp Asp Leu Lys 
115 120 125 



Arg Lys Leu Ser Glu Lys Leu Asp Ser Thr Asp Phe Thr Ser Thr lie 
130 135 140 



Lys Leu Leu Asn Glu Asn Ser Tyr Val Pro Arg Glu Ala Gly Ser Gin 
145 150 155 160 



Lys Asp Glu Asn Leu Ala Leu Tyr Val Glu Asn Gin Phe Arg Glu Phe 
165 170 175 



Lys Leu Ser Lys Val Trp Arg Asp Gin His Phe Val Lys lie Gin Val 
180 185 190 



Lys Asp Ser Ala Gin Asn Ser Val lie lie Val Asp Lys Asn Gly Arg 
195 200 205 



Leu Val Tyr Leu Val Glu Asn Pro Gly Gly Tyr Val Ala Tyr Ser Lys 
210 215 220 



Ala Ala Thr Val Thr Gly Lys Leu Val His Ala Asn Phe Gly Thr Lys 
225 230 235 240 



Lys Asp Phe Glu Asp Leu Tyr Thr Pro Val Asn Gly Ser lie Val lie 
245 250 255 



Val Arg Ala Gly Lys lie Thr Phe Ala Glu Lys Val Ala Asn Ala Glu 
260 265 270 



Ser Leu Asn Ala lie Gly Val Leu lie Tyr Met Asp Gin Thr Lys Phe 
275 280 285 



Pro lie Val Asn Ala Glu Leu Ser Phe Phe Gly His Ala His Leu Gly 
290 295 300 



Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gin 
305 310 315 320 
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Phe Pro Pro Ser Arg Ser Ser Gly Leu Pro Asn lie Pro Val Gin Thr 
325 330 335 



lie Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Asn Met Glu Gly Asp 
340 345 350 



Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr Cys Arg Met Val Thr Ser 
355 360 365 



Glu Ser Lys Asn Val Lys Leu Thr Val Ser Asn Val Leu Lys Glu lie 
370 375 380 



Lys lie Leu Asn lie Phe Gly Val lie Lys Gly Phe Val Glu Pro Asp 
385 390 395 400 



His Tyr Val Val Val Gly Ala Gin Arg Asp Ala Trp Gly Pro Gly Ala 
405 ■ 410 415 



Ala Lys Ser Gly Val Gly Thr Ala Leu Leu Leu Lys Leu Ala Gin Met 
420 425 430 



Phe Ser Asp Met Val Leu Lys Asp Gly Phe Gin Pro Ser Arg Ser lie 
435 440 445 



lie Phe Ala Ser Trp Ser Ala Gly Asp Phe Gly Ser Val Gly Ala Thr 
450 455 460 



Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys Ala Phe Thr 
465 470 475 480 



Tyr lie Asn Leu Asp Lys Ala Val Leu Gly Thr Ser Asn Phe Lys Val 
485 490 495 



Ser Ala Ser Pro Leu Leu Tyr Thr Leu lie Glu Lys Thr Met Gin Asn 
500 505 510 



Val Lys His Pro Val Thr Gly Gin Phe Leu Tyr Gin Asp Ser Asn Trp 
515 520 525 



Ala Ser Lys Val Glu Lys Leu Thr Leu Asp Asn Ala Ala Phe Pro Phe 
530 535 540 



Leu Ala Tyr Ser Gly lie Pro Ala Val Ser Phe Cys Phe Cys Glu Asp 
545 550 555 560 
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Thr Asp Tyr Pro Tyr Leu Gly Thr Thr Met Asp Thr Tyr Lys Glu Leu 
565 570 575 



lie Glu Arg lie Pro Glu Leu Asn Lys Val Ala Arg Ala Ala Ala Glu 
580 585 590 



Val Ala Gly Gin Phe Val lie Lys Leu Thr His Asp Val Glu Leu Asn 
595 H 600 605 



Leu Asp Tyr Glu Arg Tyr Asn Ser Gin Leu Leu Ser Phe Val Arg Asp 
610 615 620 



Leu Asn Gin Tyr Arg Ala Asp lie Lys Glu Met Gly Leu Ser Leu Gin 
625 630 635 640 



Trp Leu Tyr Ser Ala Arg Gly Asp Phe Phe Arg Ala Thr Ser Arg Leu 
645 650 655 



Thr Thr Asp Phe Gly Asn Ala Glu Lys Thr Asp Arg Phe Val Met Lys 
660 665 670 



Lys Leu Asn Asp Arg Val Met Arg Val Glu Tyr His Phe Leu Ser Pro 
675 680 685 



Tyr Val Ser Pro Lys Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser 
690 695 700 



Gly Ser His Thr Leu Pro Ala Leu Leu Glu Asn Leu Lys Leu Arg Lys 
705 710 715 720 



Gin Asn Asn Gly Ala Phe Asn Glu Thr Leu Phe Arg Asn Gin Leu Ala 
725 730 735 



Leu Ala Thr Trp Thr lie Gin Gly Ala Ala Asn Ala Leu Ser Gly Asp 
740 745 750 



Val Trp Asp lie Asp Asn Glu Phe 

760 





755 


<210> 


6 


<211> 


760 


<212> 


PRT 


<213> 


Homo 


<400> 


6 



Met Met Asp Gin Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 
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10 15 



Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gin Val Asp Gly Asp 
20 25 30 



Asn Ser His Val Glu Met Lys Leu Ala Val Asp Glu Glu Glu Asn Ala 
35 40 45 



Asp Asn Asn Thr Lys Ala Asn Val Thr Lys Pro Lys Arg Cys Ser Gly 
50 55 60 



Ser lie Cys Tyr Gly Thr lie Ala Val lie Val Phe Phe Leu lie Gly 
65 70 75 80 



Phe Met lie Gly Tyr Leu Gly Tyr Cys Lys Gly Val Glu Pro Lys Thr 
85 90 95 



Glu Cys Glu Arg Leu Ala Gly Thr Glu Ser Pro Val Arg Glu Glu Pro 
100 105 110 



Gly Glu Asp Phe Pro Ala Ala Arg Arg Leu Tyr Trp Asp Asp Leu Lys 
115 120 125 



Arg Lys Leu Ser Glu Lys Leu Asp Ser Thr Asp Phe Thr Ser Thr lie 
130 135 140 



Lys Leu Leu Asn Glu Asn Ser Tyr Val Pro Arg Glu Ala Gly Ser Gin 
145 150 155 160 



Lys Asp Glu Asn Leu Ala Leu Tyr Val Glu Asn Gin Phe Arg Glu Phe 
165 170 175 



Lys Leu Ser Lys Val Trp Arg Asp Gin His Phe Val Lys lie Gin Val 
180 185 190 



Lys Asp Ser Ala Gin Asn Ser Val lie lie Val Asp Lys Asn Gly Arg 
195 200 205 



Leu Val Tyr Leu Val Glu Asn Pro Gly Gly Tyr Val Ala Tyr Ser Lys 
210 215 220 



Ala Ala Thr Val Thr Gly Lys Leu Val His Ala Asn Phe Gly Thr Lys 
225 230 235 240 



Lys Asp Phe Glu Asp Leu Tyr Thr Pro Val Asn Gly Ser lie Val lie 
245 250 255 
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Val Arg Ala Gly Lys lie Thr Phe Ala Glu Lys Val Ala Asn Ala Glu 
260 265 270 



Ser Leu Asn Ala lie Gly Val Leu lie Tyr Met Asp Gin Thr Lys Phe 
275 280 285 



Pro lie Val Asn Ala Glu Leu Ser Phe Phe Gly His Ala His Leu Gly 
290 295 300 



Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gin 
305 310 315 320 



Phe Pro Pro Ser Arg Ser Ser Gly Leu Pro Asn lie Pro Val Gin Thr 
325 330 335 



lie Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Asn Met Glu Gly Asp 
340 345 350 



Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr Cys Arg Met Val Thr Ser 
355 360 365 



Glu Ser Lys Asn Val Lys Leu Thr Val Ser Asn Val Leu Lys Glu lie 
370 375 380 



Lys lie Leu Asn lie Phe Gly Val lie Lys Gly Phe Val Glu Pro Asp 
385 390 395 400 



His Tyr Val Val Val Gly Ala Gin Arg Asp Ala Trp Gly Pro Gly Ala 
405 410 415 



Ala Lys Ser Gly Val Gly Thr Ala Leu Leu Leu Lys Leu Ala Gin Met 
420 425 430 



Phe Ser Asp Met Val Leu Lys Asp Gly Phe Gin Pro Ser Arg Ser lie 
435 440 445 



lie Phe Ala Ser Trp Ser Ala Gly Asp Phe Gly Ser Val Gly Ala Thr 
450 455 460 



Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys Ala Phe Thr 
465 470 475 480 



Tyr lie Asn Leu Asp Lys Ala Val Leu Gly Thr Ser Asn Phe Lys Val 
485 490 495 
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Ser Ala Ser Pro Leu Leu Tyr Thr Leu lie Glu Lys Thr Met Gin Asn 
500 505 510 



Val Lys His Pro Val Thr Gly Gin Phe Leu Tyr Gin Asp Ser Asn Trp 
515 520 525 



Ala Ser Lys Val Glu Lys Leu Thr Leu Asp Asn Ala Ala Phe Pro Phe 
530 535 540 



Leu Ala Tyr Ser Gly lie Pro Ala Val Ser Phe Cys Phe Cys Glu Asp 
545 550 555 560 



Thr Asp Tyr Pro Tyr Leu Gly Thr Thr Met Asp Thr Tyr Lys Glu Leu 
565 570 575 



lie Glu Arg lie Pro Glu Leu Asn Lys Val Ala Arg Ala Ala Ala Glu 
580 585 590 



Val Ala Gly Gin Phe Val lie Lys Leu Thr His Asp Val Glu Leu Asn 
595 600 605 



Leu Asp Tyr Glu Arg Tyr Asn Ser Gin Leu Leu Ser Phe Val Arg Asp 
610 615 620 



Leu Asn Gin Tyr Arg Ala Asp lie Lys Glu Met Gly Leu Ser Leu Gin 
625 630 635 640 



Trp Leu Tyr Ser Ala Arg Gly Asp Phe Phe Arg Ala Thr Ser Arg Leu 
645 650 655 



Thr Thr Asp Phe Gly Asn Ala Glu Lys Thr Asp Arg Phe Val Met Lys 
660 665 670 



Lys Leu Asn Asp Arg Val Met Arg Val Glu Tyr His Phe Leu Ser Pro 
675 680 685 



Tyr Val Ser Pro Lys Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser 
690 695 700 



Gly Ser His Thr Leu Pro Ala Leu Leu Glu Asn Leu Lys Leu Arg Lys 
705 710 715 720 



Gin Asn Asn Gly Ala Phe Asn Glu Thr Leu Phe Arg Asn Gin Leu Ala 
725 730 735 
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Leu Ala Thr Trp Thr lie Gin Gly Ala Ala Asn Ala Leu Ser Gly Asp 
740 745 750 



Val Trp Asp lie Asp Asn Glu Phe 
755 760 



<210> 7 

<211> 63 

<212> PRT 

<213> Cavia Sp . 

<400> 7 

Lys lie Thr Phe Ala Glu Lys Val Ala Asn Ala Glu Ser Leu Asn Ala 
15 10 15 



Leu Gly Val Leu lie Tyr Leu Asp Trp Thr Lys Phe Pro lie Pro Lys 
20 25 30 



Ala Asp Leu Pro Val Phe Gly His Val His Leu Gly Thr Gly Asp Pro 
35 40 45 



Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gin Phe Pro Pro 
50 55 60 



<210> 8 

<211> 760 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Met Asp Gin Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 
15 10 15 



Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gin Val Asp Gly Asp 
20 25 30 



Asn Ser His Val Glu Met Lys Leu Ala Val Asp Glu Glu Glu Asn Ala 
35 40 45 



Asp Asn Asn Thr Lys Ala Asn Val Thr Lys Pro Lys Arg Cys Ser Gly 
50 55 60 



Ser lie Cys Tyr Gly Thr lie Ala Val lie Val Phe Phe Leu lie Gly 
65 70 75 80 



Phe Met lie Gly Tyr Leu Gly Tyr Cys Lys Gly Val Glu Pro Lys Thr 
85 90 95 
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Glu Cys Glu Arg Leu Ala Gly Thr Glu Ser Pro Val Arg Glu Glu Pro 
100 105 110 



Gly Glu Asp Phe Pro Ala Ala Arg Arg Leu Tyr Trp Asp Asp Leu Lys 
115 120 125 



Arg Lys Leu Ser Glu Lys Leu Asp Ser Thr Asp Phe Thr Ser Thr lie 
130 135 140 



Lys Leu Leu Asn Glu Asn Ser Tyr Val Pro Arg Glu Ala Gly Ser Gin 
145 150 155 160 



Lys Asp Glu Asn Leu Ala Leu Tyr Val Glu Asn Gin Phe Arg Glu Phe 
165 170 175 



Lys Leu Ser Lys Val Trp Arg Asp Gin His Phe Val Lys lie Gin Val 
180 185 190 



Lys Asp Ser Ala Gin Asn Ser Val lie lie Val Asp Lys Asn Gly Arg 
195 200 205 



Leu Val Tyr Leu Val Glu Asn Pro Gly Gly Tyr Val Ala Tyr Ser Lys 
210 215 220 



Ala Ala Thr Val Thr Gly Lys Leu Val His Ala Asn Phe Gly Thr Lys 
225 230 235 240 



Lys Asp Phe Glu Asp Leu Tyr Thr Pro Val Asn Gly Ser lie Val lie 
245 250 255 



Val Arg Ala Gly Lys lie Thr Phe Ala Glu Lys Val Ala Asn Ala Glu 
260 265 270 



Ser Leu Asn Ala lie Gly Val Leu lie Tyr Met Asp Gin Thr Lys Phe 
275 280 285 



Pro lie Val Asn Ala Glu Leu Ser Phe Phe Gly His Ala His Leu Gly 
290 295 300 



Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gin 
305 310 315 320 



Phe Pro Pro Ser Arg Ser Ser Gly Leu Pro Asn lie Pro Val Gin Thr 
325 330 335 
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Ile Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Asn Met Glu Gly Asp 
340 345 350 



Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr Cys Arg Met Val Thr Ser 
355 360 365 



Glu Ser Lys Asn Val Lys Leu Thr Val Ser Asn Val Leu Lys Glu lie 
370 375 380 



Lys He Leu Asn He Phe Gly Val He Lys Gly Phe Val Glu Pro Asp 
385 390 395 400 



His Tyr Val Val Val Gly Ala Gin Arg Asp Ala Trp Gly Pro Gly Ala 
405 410 415 



Ala Lys Ser Gly Val Gly Thr Ala Leu Leu Leu Lys Leu Ala Gin Met 
420 425 430 



Phe Ser Asp Met Val Leu Lys Asp Gly Phe Gin Pro Ser Arg Ser He 
435 440 445 



He Phe Ala Ser Trp Ser Ala Gly Asp Phe Gly Ser Val Gly Ala Thr 
450 455 460 



Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys Ala Phe Thr 
465 470 475 480 



Tyr He Asn Leu Asp Lys Ala Val Leu Gly Thr Ser Asn Phe Lys Val 
485 490 495 



Ser Ala Ser Pro Leu Leu Tyr Thr Leu He Glu Lys Thr Met Gin Asn 
500 505 510 



Val Lys His Pro Val Thr Gly Gin Phe Leu Tyr Gin Asp Ser Asn Trp 
515 520 525 



Ala Ser Lys Val Glu Lys Leu Thr Leu Asp Asn Ala Ala Phe Pro Phe 
530 535 540 



Leu Ala Tyr Ser Gly He Pro Ala Val Ser Phe Cys Phe Cys Glu Asp 
545 550 555 560 



Thr Asp Tyr Pro Tyr Leu Gly Thr Thr Met Asp Thr Tyr Lys Glu Leu 
565 570 575 



He Glu Arg lie Pro Glu Leu Asn Lys Val Ala Arg Ala Ala Ala Glu 
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580 585 590 



Val Ala Gly Gin Phe Val lie Lys Leu Thr His Asp Val Glu Leu Asn 
595 600 605 



Leu Asp Tyr Glu Arg Tyr Asn Ser Gin Leu Leu Ser Phe Val Arg Asp 
610 615 620 



Leu Asn Gin Tyr Arg Ala Asp lie Lys Glu Met Gly Leu Ser Leu Gin 
625 630 635 640 



Trp Leu Tyr Ser Ala Arg Gly Asp Phe Phe Arg Ala Thr Ser Arg Leu 
645 650 655 



Thr Thr Asp Phe Gly Asn Ala Glu Lys Thr Asp Arg Phe Val Met Lys 
660 665 670 



Lys Leu Asn Asp Arg Val Met Arg Val Glu Tyr His Phe Leu Ser Pro 
675 680 685 



Tyr Val Ser Pro Lys Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser 
690 695 700 



Gly Ser His Thr Leu Pro Ala Leu Leu Glu Asn Leu Lys Leu Arg Lys 
705 710 715 720 



Gin Asn Asn Gly Ala Phe Asn Glu Thr Leu Phe Arg Asn Gin Leu Ala 
725 730 735 



Leu Ala Thr Trp Thr lie Gin Gly Ala Ala Asn Ala Leu Ser Gly Asp 
740 745 750 



Val Trp Asp lie Asp Asn Glu Phe 
755 760 



<210> 9 

<211> 760 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Met Asp Gin Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 
15 10 15 



Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gin Val Asp Gly Asp 
20 25 30 
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Asn Ser His Val Glu Met Lys Leu Ala Val Asp Glu Glu Glu Asn Ala 
35 40 45 



Asp Asn Asn Thr Lys Ala Asn Val Thr Lys Pro Lys Arg Cys Ser Gly 
50 55 60 



Ser lie Cys Tyr Gly Thr lie Ala Val lie Val Phe Phe Leu lie Gly 
65 70 75 80 



Phe Met He Gly Tyr Leu Gly Tyr Cys Lys Gly Val Glu Pro Lys Thr 
85 90 95 



Glu Cys Glu Arg Leu Ala Gly Thr Glu Ser Pro Val Arg Glu Glu Pro 
100 105 110 



Gly Glu Asp Phe Pro Ala Ala Arg Arg Leu Tyr Trp Asp Asp Leu Lys 
115 120 125 



Arg Lys Leu Ser Glu Lys Leu Asp Ser Thr Asp Phe Thr Ser Thr He 
130 135 140 



Lys Leu Leu Asn Glu Asn Ser Tyr Val Pro Arg Glu Ala Gly Ser Gin 
145 150 155 160 



Lys Asp Glu Asn Leu Ala Leu Tyr Val Glu Asn Gin Phe Arg Glu Phe 
165 170 175 



Lys Leu Ser Lys Val Trp Arg Asp Gin His Phe Val Lys He Gin Val 
180 185 190 



Lys Asp Ser Ala Gin Asn Ser Val He He Val Asp Lys Asn Gly Arg 
195 200 205 



Leu Val Tyr Leu Val Glu Asn Pro Gly Gly Tyr Val Ala Tyr Ser Lys 
210 215 220 



Ala Ala Thr Val Thr Gly Lys Leu Val His Ala Asn Phe Gly Thr Lys 
225 230 235 240 



Lys Asp Phe Glu Asp Leu Tyr Thr Pro Val Asn Gly Ser He Val He 
245 250 255 



Val Arg Ala Gly Lys He Thr Phe Ala Glu Lys Val Ala Asn Ala Glu 
260 265 270 
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Ser Leu Asn Ala lie Gly Val Leu lie Tyr Met Asp Gin Thr Lys Phe 
275 280 285 



Pro lie Val Asn Ala Glu Leu Ser Phe Phe Gly His Ala His Leu Gly 
290 295 300 



Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gin 
305 310 315 320 



Phe Pro Pro Ser Arg Ser Ser Gly Leu Pro Asn lie Pro Val Gin Thr 
325 330 335 



lie Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Asn Met Glu Gly Asp 
340 345 350 



Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr Cys Arg Met Val Thr Ser 
355 360 365 



Glu Ser Lys Asn Val Lys Leu Thr Val Ser Asn Val Leu Lys Glu lie 
370 375 380 



Lys lie Leu Asn He Phe Gly Val He Lys Gly Phe Val Glu Pro Asp 
385 390 395 400 



His Tyr Val Val Val Gly Ala Gin Arg Asp Ala Trp Gly Pro Gly Ala 
405 410 415 



Ala Lys Ser Gly Val Gly Thr Ala Leu Leu Leu Lys Leu Ala Gin Met 
420 425 430 



Phe Ser Asp Met Val Leu Lys Asp Gly Phe Gin Pro Ser Arg Ser He 
435 440 445 



He Phe Ala Ser Trp Ser Ala Gly Asp Phe Gly Ser Val Gly Ala Thr 
450 455 460 



Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys Ala Phe Thr 
465 470 475 480 



Tyr He Asn Leu Asp Lys Ala Val Leu Gly Thr Ser Asn Phe Lys Val 
485 490 495 



Ser Ala Ser Pro Leu Leu Tyr Thr Leu He Glu Lys Thr Met Gin Asn 
500 505 510 



Val Lys His Pro Val Thr Gly Gin Phe Leu Tyr Gin Asp Ser Asn Trp 
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515 520 525 



Ala Ser Lys Val Glu Lys Leu Thr Leu Asp Asn Ala Ala Phe Pro Phe 
530 535 540 



Leu Ala Tyr Ser Gly lie Pro Ala Val Ser Phe Cys Phe Cys Glu Asp 
545 550 555 560 



Thr Asp Tyr Pro Tyr Leu Gly Thr Thr Met Asp Thr Tyr Lys Glu Leu 
565 570 575 



lie Glu Arg lie Pro Glu Leu Asn Lys Val Ala Arg Ala Ala Ala Glu 
580 585 590 



Val Ala Gly Gin Phe Val lie Lys Leu Thr His Asp Val Glu Leu Asn 
595 600 605 



Leu Asp Tyr Glu Arg Tyr Asn Ser Gin Leu Leu Ser Phe Val Arg Asp 
610 615 620 



Leu Asn Gin Tyr Arg Ala Asp lie Lys Glu Met Gly Leu Ser Leu Gin 
625 630 635 640 



Trp Leu Tyr Ser Ala Arg Gly Asp Phe Phe Arg Ala Thr Ser Arg Leu 
645 650 655 



Thr Thr Asp Phe Gly Asn Ala Glu Lys Thr Asp Arg Phe Val Met Lys 
660 665 670 



Lys Leu Asn Asp Arg Val Met Arg Val Glu Tyr His Phe Leu Ser Pro 
675 680 685 



Tyr Val Ser Pro Lys Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser 
690 695 700 



Gly Ser His Thr Leu Pro Ala Leu Leu Glu Asn Leu Lys Leu Arg Lys 
705 710 715 720 



Gin Asn Asn Gly Ala Phe Asn Glu Thr Leu Phe Arg Asn Gin Leu Ala 
725 730 735 



Leu Ala Thr Trp Thr lie Gin Gly Ala Ala Asn Ala Leu Ser Gly Asp 
740 745 750 



Val Trp Asp lie Asp Asn Glu Phe 
755 760 
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<210> 10 

<211> 760 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Met Asp Gin Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 
15 10 15 



Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gin Val Asp Gly Asp 
20 25 30 



Asn Ser His Val Glu Met Lys Leu Ala Val Asp Glu Glu Glu Asn Ala 
35 40 45 



Asp Asn Asn Thr Lys Ala Asn Val Thr Lys Pro Lys Arg Cys Ser Gly 
50 55 60 



Ser lie Cys Tyr Gly Thr lie Ala Val lie Val Phe Phe Leu lie Gly 
65 70 75 80 



Phe Met lie Gly Tyr Leu Gly Tyr Cys Lys Gly Val Glu Pro Lys Thr 
85 90 95 



Glu Cys Glu Arg Leu Ala Gly Thr Glu Ser Pro Val Arg Glu Glu Pro 
100 105 110 



Gly Glu Asp Phe Pro Ala Ala Arg Arg Leu Tyr Trp Asp Asp Leu Lys 
115 120 125 



Arg Lys Leu Ser Glu Lys Leu Asp Ser Thr Asp Phe Thr Ser Thr lie 
130 135 140 



Lys Leu Leu Asn Glu Asn Ser Tyr Val Pro Arg Glu Ala Gly Ser Gin 
145 150 155 160 



Lys Asp Glu Asn Leu Ala Leu Tyr Val Glu Asn Gin Phe Arg Glu Phe 
165 170 175 



Lys Leu Ser Lys Val Trp Arg Asp Gin His Phe Val Lys lie Gin Val 
180 185 190 



Lys Asp Ser Ala Gin Asn Ser Val lie lie Val Asp Lys Asn Gly Arg 
195 200 205 
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Leu Val Tyr Leu Val Glu Asn Pro Gly Gly Tyr Val Ala Tyr Ser Lys 
210 215 220 



Ala Ala Thr Val Thr Gly Lys Leu Val His Ala Asn Phe Gly Thr Lys 
225 230 235 240 



Lys Asp Phe Glu Asp Leu Tyr Thr Pro Val Asn Gly Ser lie Val lie 
245 250 255 



Val Arg Ala Gly Lys lie Thr Phe Ala Glu Lys Val Ala Asn Ala Glu 
260 265 270 



Ser Leu Asn Ala lie Gly Val Leu lie Tyr Met Asp Gin Thr Lys Phe 
275 280 285 



Pro lie Val Asn Ala Glu Leu Ser Phe Phe Gly His Ala His Leu Gly 
290 295 300 



Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gin 
305 310 315 320 



Phe Pro Pro Ser Arg Ser Ser Gly Leu Pro Asn lie Pro Val Gin Thr 
325 330 335 



lie Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Asn Met Glu Gly Asp 
340 345 350 



Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr Cys Arg Met Val Thr Ser 
355 360 365 



Glu Ser Lys Asn Val Lys Leu Thr Val Ser Asn Val Leu Lys Glu lie 
370 375 380 



Lys lie Leu Asn lie Phe Gly Val lie Lys Gly Phe Val Glu Pro Asp 
385 390 395 400 



His Tyr Val Val Val Gly Ala Gin Arg Asp Ala Trp Gly Pro Gly Ala 
405 410 415 



Ala Lys Ser Gly Val Gly Thr Ala Leu Leu Leu Lys Leu Ala Gin Met 
420 425 430 



Phe Ser Asp Met Val Leu Lys Asp Gly Phe Gin Pro Ser Arg Ser lie 
435 440 445 



lie Phe Ala Ser Trp Ser Ala Gly Asp Phe Gly Ser Val Gly Ala Thr 
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450 455 460 



Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys Ala Phe Thr 
465 470 475 480 



Tyr He Asn Leu Asp Lys Ala Val Leu Gly Thr Ser Asn Phe Lys Val 
485 490 495 



Ser Ala Ser Pro Leu Leu Tyr Thr Leu He Glu Lys Thr Met Gin Asn 
500 505 510 



Val Lys His Pro Val Thr Gly Gin Phe Leu Tyr Gin Asp Ser Asn Trp 
515 520 525 



Ala Ser Lys Val Glu Lys Leu Thr Leu Asp Asn Ala Ala Phe Pro Phe 
530 535 540 



Leu Ala Tyr Ser Gly He Pro Ala Val Ser Phe Cys Phe Cys Glu Asp 
545 550 555 560 



Thr Asp Tyr Pro Tyr Leu Gly Thr Thr Met Asp Thr Tyr Lys Glu Leu 
565 570 575 



He Glu Arg He Pro Glu Leu Asn Lys Val Ala Arg Ala Ala Ala Glu 
580 585 590 



Val Ala Gly Gin Phe Val He Lys Leu Thr His Asp Val Glu Leu Asn 
595 600 605 



Leu Asp Tyr Glu Arg Tyr Asn Ser Gin Leu Leu Ser Phe Val Arg Asp 
610 615 620 



Leu Asn Gin Tyr Arg Ala Asp He Lys Glu Met Gly Leu Ser Leu Gin 
625 630 635 640 



Trp Leu Tyr Ser Ala Arg Gly Asp Phe Phe Arg Ala Thr Ser Arg Leu 
645 650 655 



Thr Thr Asp Phe Gly Asn Ala Glu Lys Thr Asp Arg Phe Val Met Lys 
660 665 670 



Lys Leu Asn Asp Arg Val Met Arg Val Glu Tyr His Phe Leu Ser Pro 
675 680 685 



Tyr Val Ser Pro Lys Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser 
690 695 700 
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Gly Ser His Thr Leu Pro Ala Leu Leu Glu Asn Leu Lys Leu Arg Lys 
705 710 715 720 



Gin Asn Asn Gly Ala Phe Asn Glu Thr Leu Phe Arg Asn Gin Leu Ala 
725 730 735 



Leu Ala Thr Trp Thr lie Gin Gly Ala Ala Asn Ala Leu Ser Gly Asp 
740 745 750 



Val Trp Asp lie Asp Asn Glu Phe 
755 760 



<210> 11 

<211> 640 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Arg Leu Tyr Trp Asp Asp Leu Lys Arg Lys Leu Ser Glu Lys Leu Asp 
15 10 15 



Ser Thr Asp Phe Thr Ser Thr lie Lys Leu Leu Asn Glu Asn Ser Tyr 
20 25 30 



Val Pro Arg Glu Ala Gly Ser Gin Lys Asp Glu Asn Leu Ala Leu Tyr 
35 40 45 



Val Glu Asn Gin Phe Arg Glu Phe Lys Leu Ser Lys Val Trp Arg Asp 
50 55 60 



Gin His Phe Val Lys lie Gin Val Lys Asp Ser Ala Gin Asn Ser Val 
65 70 75 80 



lie lie Val Asp Lys Asn Gly Arg Leu Val Tyr Leu Val Glu Asn Pro 
85 90 95 



Gly Gly Tyr Val Ala Tyr Ser Lys Ala Ala Thr Val Thr Gly Lys Leu 
100 105 110 



Val His Ala Asn Phe Gly Thr Lys Lys Asp Phe Glu Asp Leu Tyr Thr 
115 120 125 



Pro Val Asn Gly Ser lie Val lie Val Arg Ala Gly Lys lie Thr Phe 
130 135 140 
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Ala Glu Lys Val Ala Asn Ala Glu Ser Leu Asn Ala lie Gly Val Leu 
145 150 155 160 



lie Tyr Met Asp Gin Thr Lys Phe Pro lie Val Asn Ala Glu Leu Ser 
165 170 175 



Phe Phe Gly His Ala His Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly 
180 185 190 



Phe Pro Ser Phe Asn His Thr Gin Phe Pro Pro Ser Arg Ser Ser Gly 
195 200 205 



Leu Pro Asn lie Pro Val Gin Thr lie Ser Arg Ala Ala Ala Glu Lys 
210 215 220 



Leu Phe Gly Asn Met Glu Gly Asp Cys Pro Ser Asp Trp Lys Thr Asp 
225 230 235 240 



Ser Thr Cys Arg Met Val Thr Ser Glu Ser Lys Asn Val Lys Leu Thr 
245 250 255 



Val Ser Asn Val Leu Lys Glu He Lys He Leu Asn He Phe Gly Val 
260 265 270 



He Lys Gly Phe Val Glu Pro Asp His Tyr Val Val Val Gly Ala Gin 
275 280 285 



Arg Asp Ala Trp Gly Pro Gly Ala Ala Lys Ser Gly Val Gly Thr Ala 
290 295 300 



Leu Leu Leu Lys Leu Ala Gin Met Phe Ser Asp Met Val Leu Lys Asp 
305 310 315 320 



Gly Phe Gin Pro Ser Arg Ser He He Phe Ala Ser Trp Ser Ala Gly 
325 330 335 



Asp Phe Gly Ser Val Gly Ala Thr Glu Trp Leu Glu Gly Tyr Leu Ser 
340 345 350 



Ser Leu His Leu Lys Ala Phe Thr Tyr He Asn Leu Asp Lys Ala Val 
355 360 365 



Leu Gly Thr Ser Asn Phe Lys Val Ser Ala Ser Pro Leu Leu Tyr Thr 
370 375 380 



Leu He Glu Lys Thr Met Gin Asn Val Lys His Pro Val Thr Gly Gin 
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385 390 395 400 



Phe Leu Tyr Gin Asp Ser Asn Trp Ala Ser Lys Val Glu Lys Leu Thr 
405 410 415 



Leu Asp Asn Ala Ala Phe Pro Phe Leu Ala Tyr Ser Gly lie Pro Ala 
420 425 430 



Val Ser Phe Cys Phe Cys Glu Asp Thr Asp Tyr Pro Tyr Leu Gly Thr 
435 440 445 



Thr Met Asp Thr Tyr Lys Glu Leu lie Glu Arg lie Pro Glu Leu Asn 
450 455 460 



Lys Val Ala Arg Ala Ala Ala Glu Val Ala Gly Gin Phe Val lie Lys 
465 470 475 480 



Leu Thr His Asp Val Glu Leu Asn Leu Asp Tyr Glu Arg Tyr Asn Ser 
485 490 495 



Gin Leu Leu Ser Phe Val Arg Asp Leu Asn Gin Tyr Arg Ala Asp lie 
500 505 510 



Lys Glu Met Gly Leu Ser Leu Gin Trp Leu Tyr Ser Ala Arg Gly Asp 
515 520 525 



Phe Phe Arg Ala Thr Ser Arg Leu Thr Thr Asp Phe Gly Asn Ala Glu 
530 535 540 



Lys Thr Asp Arg Phe Val Met Lys Lys Leu Asn Asp Arg Val Met Arg 
545 550 555 560 



Val Glu Tyr His Phe Leu Ser Pro Tyr Val Ser Pro Lys Glu Ser Pro 
565 570 575 



Phe Arg His Val Phe Trp Gly Ser Gly Ser His Thr Leu Pro Ala Leu 
580 585 590 



Leu Glu Asn Leu Lys Leu Arg Lys Gin Asn Asn Gly Ala Phe Asn Glu 
595 600 605 



Thr Leu Phe Arg Asn Gin Leu Ala Leu Ala Thr Trp Thr lie Gin Gly 
610 615 620 



Ala Ala Asn Ala Leu Ser Gly Asp Val Trp Asp lie Asp Asn Glu Phe 
625 630 635 640 
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<210> 12 

<211> 640 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Arg Leu Tyr Trp Asp Asp Leu Lys Arg Lys Leu Ser Glu Lys Leu Asp 
15 10 15 



Ser Thr Asp Phe Thr Ser Thr lie Lys Leu Leu Asn Glu Asn Ser Tyr 
20 25 30 



Val Pro Arg Glu Ala Gly Ser Gin Lys Asp Glu Asn Leu Ala Leu Tyr 
35 40 45 



Val Glu Asn Gin Phe Arg Glu Phe Lys Leu Ser Lys Val Trp Arg Asp 
50 55 60 



Gin His Phe Val Lys lie Gin Val Lys Asp Ser Ala Gin Asn Ser Val 
65 70 75 80 



lie lie Val Asp Lys Asn Gly Arg Leu Val Tyr Leu Val Glu Asn Pro 
85 90 95 



Gly Gly Tyr Val Ala Tyr Ser Lys Ala Ala Thr Val Thr Gly Lys Leu 
100 105 110 



Val His Ala Asn Phe Gly Thr Lys Lys Asp Phe Glu Asp Leu Tyr Thr 
115 120 125 



Pro Val Asn Gly Ser He Val He Val Arg Ala Gly Lys He Thr Phe 
130 135 140 



Ala Glu Lys Val Ala Asn Ala Glu Ser Leu Asn Ala He Gly Val Leu 
145 150 155 160 



He Tyr Met Asp Gin Thr Lys Phe Pro He Val Asn Ala Glu Leu Ser 
165 170 175 



Phe Phe Gly His Ala His Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly 
180 185 190 



Phe Pro Ser Phe Asn His Thr Gin Phe Pro Pro Ser Arg Ser Ser Gly 
195 200 205 
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Leu Pro Asn He Pro Val Gin Thr He Ser Arg Ala Ala Ala Glu Lys 
210 215 220 



Leu Phe Gly Asn Met Glu Gly Asp Cys Pro Ser Asp Trp Lys Thr Asp 
225 230 235 240 



Ser Thr Cys Arg Met Val Thr Ser Glu Ser Lys Asn Val Lys Leu Thr 
245 250 255 



Val Ser Asn Val Leu Lys Glu He Lys He Leu Asn He Phe Gly Val 
260 265 270 



He Lys Gly Phe Val Glu Pro Asp His Tyr Val Val Val Gly Ala Gin 
275 280 285 



Arg Asp Ala Trp Gly Pro Gly Ala Ala Lys Ser Gly Val Gly Thr Ala 
290 295 300 



Leu Leu Leu Lys Leu Ala Gin Met Phe Ser Asp Met Val Leu Lys Asp 
305 310 315 320 



Gly Phe Gin Pro Ser Arg Ser He He Phe Ala Ser Trp Ser Ala Gly 
325 330 335 



Asp Phe Gly Ser Val Gly Ala Thr Glu Trp Leu Glu Gly Tyr Leu Ser 
340 345 350 



Ser Leu His Leu Lys Ala Phe Thr Tyr He Asn Leu Asp Lys Ala Val 
355 360 365 



Leu Gly Thr Ser Asn Phe Lys Val Ser Ala Ser Pro Leu Leu Tyr Thr 
370 375 380 



Leu He Glu Lys Thr Met Gin Asn Val Lys His Pro Val Thr Gly Gin 
385 390 395 400 



Phe Leu Tyr Gin Asp Ser Asn Trp Ala Ser Lys Val Glu Lys Leu Thr 
405 410 415 



Leu Asp Asn Ala Ala Phe Pro Phe Leu Ala Tyr Ser Gly He Pro Ala 
420 425 430 



Val Ser Phe Cys Phe Cys Glu Asp Thr Asp Tyr Pro Tyr Leu Gly Thr 
435 440 445 



Thr Met Asp Thr Tyr Lys Glu Leu He Glu Arg He Pro Glu Leu Asn 
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450 455 460 



Lys Val Ala Arg Ala Ala Ala Glu Val Ala Gly Gin Phe Val lie Lys 
465 470 475 480 



Leu Thr His Asp Val Glu Leu Asn Leu Asp Tyr Glu Arg Tyr Asn Ser 
485 490 495 



Gin Leu Leu Ser Phe Val Arg Asp Leu Asn Gin Tyr Arg Ala Asp lie 
500 505 510 



Lys Glu Met Gly Leu Ser Leu Gin Trp Leu Tyr Ser Ala Arg Gly Asp 
515 520 525 



Phe Phe Arg Ala Thr Ser Arg Leu Thr Thr Asp Phe Gly Asn Ala Glu 
530 535 540 



Lys Thr Asp Arg Phe Val Met Lys Lys Leu Asn Asp Arg Val Met Arg 
545 550 555 560 



Val Glu Tyr His Phe Leu Ser Pro Tyr Val Ser Pro Lys Glu Ser Pro 
565 570 575 



Phe Arg His Val Phe Trp Gly Ser Gly Ser His Thr Leu Pro Ala Leu 
580 585 590 



Leu Glu Asn Leu Lys Leu Arg Lys Gin Asn Asn Gly Ala Phe Asn Glu 
595 600 605 



Thr Leu Phe Arg Asn Gin Leu Ala Leu Ala Thr Trp Thr lie Gin Gly 
610 615 620 



Ala Ala Asn Ala Leu Ser Gly Asp Val Trp Asp lie Asp Asn Glu Phe 

630 635 640 



625 




<210> 


13 


<211> 


640 


<212> 


PRT 


<213> 


Homo 


<400> 


13 



Arg Leu Tyr Trp Asp Asp Leu Lys Arg Lys Leu Ser Glu Lys Leu Asp 
1 5 10 15 



Ser Thr Asp Phe Thr Ser Thr lie Lys Leu Leu Asn Glu Asn Ser Tyr 
20 25 30 
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Val Pro Arg Glu Ala Gly Ser Gin Lys Asp Glu Asn Leu Ala Leu Tyr 
35 40 45 



Val Glu Asn Gin Phe Arg Glu Phe Lys Leu Ser Lys Val Trp Arg Asp 
50 55 60 



Gin His Phe Val Lys lie Gin Val Lys Asp Ser Ala Gin Asn Ser Val 
65 70 75 80 



lie lie Val Asp Lys Asn Gly Arg Leu Val Tyr Leu Val Glu Asn Pro 
85 90 95 



Gly Gly Tyr Val Ala Tyr Ser Lys Ala Ala Thr Val Thr Gly Lys Leu 
100 105 110 



Val His Ala Asn Phe Gly Thr Lys Lys Asp Phe Glu Asp Leu Tyr Thr 
115 120 125 



Pro Val Asn Gly Ser lie Val lie Val Arg Ala Gly Lys lie Thr Phe 
130 135 140 



Ala Glu Lys Val Ala Asn Ala Glu Ser Leu Asn Ala lie Gly Val Leu 
145 150 155 160 



lie Tyr Met Asp Gin Thr Lys Phe Pro lie Val Asn Ala Glu Leu Ser 
165 170 175 



Phe Phe Gly His Ala His Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly 
180 185 190 



Phe Pro Ser Phe Asn His Thr Gin Phe Pro Pro Ser Arg Ser Ser Gly 
195 200 205 



Leu Pro Asn lie Pro Val Gin Thr lie Ser Arg Ala Ala Ala Glu Lys 
210 215 220 



Leu Phe Gly Asn Met Glu Gly Asp Cys Pro Ser Asp Trp Lys Thr Asp 
225 230 235 240 



Ser Thr Cys Arg Met Val Thr Ser Glu Ser Lys Asn Val Lys Leu Thr 
245 250 255 



Val Ser Asn Val Leu Lys Glu lie Lys lie Leu Asn lie Phe Gly Val 
260 265 270 
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Ile Lys Gly Phe Val Glu Pro Asp His Tyr Val Val Val Gly Ala Gin 
275 280 285 



Arg Asp Ala Trp Gly Pro Gly Ala Ala Lys Ser Gly Val Gly Thr Ala 
290 295 300 



Leu Leu Leu Lys Leu Ala Gin Met Phe Ser Asp Met Val Leu Lys Asp 
305 310 315 320 



Gly Phe Gin Pro Ser Arg Ser lie lie Phe Ala Ser Trp Ser Ala Gly 
325 330 335 



Asp Phe Gly Ser Val Gly Ala Thr Glu Trp Leu Glu Gly Tyr Leu Ser 
340 345 350 



Ser Leu His Leu Lys Ala Phe Thr Tyr lie Asn Leu Asp Lys Ala Val 
355 360 365 



Leu Gly Thr Ser Asn Phe Lys Val Ser Ala Ser Pro Leu Leu Tyr Thr 
370 375 380 



Leu lie Glu Lys Thr Met Gin Asn Val Lys His Pro Val Thr Gly Gin 
385 390 395 400 



Phe Leu Tyr Gin Asp Ser Asn Trp Ala Ser Lys Val Glu Lys Leu Thr 
405 410 415 



Leu Asp Asn Ala Ala Phe Pro Phe Leu Ala Tyr Ser Gly lie Pro Ala 
420 425 430 



Val Ser Phe Cys Phe Cys Glu Asp Thr Asp Tyr Pro Tyr Leu Gly Thr 
435 440 445 



Thr Met Asp Thr Tyr Lys Glu Leu lie Glu Arg lie Pro Glu Leu Asn 
450 455 460 



Lys Val Ala Arg Ala Ala Ala Glu Val Ala Gly Gin Phe Val He Lys 
465 470 475 480 



Leu Thr His Asp Val Glu Leu Asn Leu Asp Tyr Glu Arg Tyr Asn Ser 
485 490 495 



Gin Leu Leu Ser Phe Val Arg Asp Leu Asn Gin Tyr Arg Ala Asp He 
500 505 510 



Lys Glu Met Gly Leu Ser Leu Gin Trp Leu Tyr Ser Ala Arg Gly Asp 



-39- 



515 520 525 



Phe Phe Arg Ala Thr Ser Arg Leu Thr Thr Asp Phe Gly Asn Ala Glu 
530 535 540 



Lys Thr Asp Arg Phe Val Met Lys Lys Leu Asn Asp Arg Val Met Arg 
545 550 555 560 



Val Glu Tyr His Phe Leu Ser Pro Tyr Val Ser Pro Lys Glu Ser Pro 
565 570 575 



Phe Arg His Val Phe Trp Gly Ser Gly Ser His Thr Leu Pro Ala Leu 
580 585 590 



Leu Glu Asn Leu Lys Leu Arg Lys Gin Asn Asn Gly Ala Phe Asn Glu 
595 600 605 



Thr Leu Phe Arg Asn Gin Leu Ala Leu Ala Thr Trp Thr lie Gin Gly 
610 615 620 



Ala Ala Asn Ala Leu Ser Gly Asp Val Trp Asp lie Asp Asn Glu Phe 
625 630 635 640 



<210> 14 

<211> 639 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Leu Tyr Trp Asp Asp Leu Lys Arg Lys Leu Ser Glu Lys Leu Asp Ser 
15 10 15 



Thr Asp Phe Thr Ser Thr lie Lys Leu Leu Asn Glu Asn Ser Tyr Val 
20 25 30 



Pro Arg Glu Ala Gly Ser Gin Lys Asp Glu Asn Leu Ala Leu Tyr Val 
35 40 45 



Glu Asn Glu Phe Arg Glu Phe Lys Leu Ser Lys Val Trp Arg Asp Gin 
50 55 60 



His Phe Val Lys lie Gin Val Lys Asp Ser Ala Gin Asn Ser Val lie 
65 70 75 80 



lie Val Asp Lys Asn Gly Arg Leu Val Tyr Leu Val Glu Asn Pro Gly 
85 90 95 
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Gly Tyr Val Ala Tyr Ser Lys Ala Ala Thr Val Thr Gly Lys Leu Val 
100 105 110 



His Ala Asn Phe Gly Thr Lys Lys Asp Phe Glu Asp Leu Tyr Thr Pro 
115 120 125 



Val Asn Gly Ser lie Val lie Val Arg Ala Gly Lys lie Thr Phe Ala 
130 135 140 



Glu Lys Val Ala Asn Ala Glu Ser Leu Asn Ala lie Gly Val Leu lie 
145 150 155 160 



Tyr Met Asp Gin Thr Lys Phe Pro lie Val Asn Ala Glu Leu Ser Phe 
165 170 175 



Phe Gly His Ala His Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly Phe 
180 185 190 



Pro Ser Phe Asn His Thr Gin Phe Pro Pro Ser Arg Ser Ser Gly Leu 
195 200 205 



Pro Asn lie Pro Val Gin Thr lie Ser Arg Ala Ala Ala Glu Lys Leu 
210 215 220 



Phe Gly Asn Met Glu Gly Asp Cys Pro Ser Asp Trp Lys Thr Asp Ser 
225 230 235 240 



Thr Cys Arg Met Val Thr Ser Glu Ser Lys Asn Val Lys Leu Thr Val 
245 250 255 



Ser Asn Val Leu Lys Glu lie Lys lie Leu Asn lie Phe Gly Val He 
260 265 270 



Lys Gly Phe Val Glu Pro Asp His Tyr Val Val Val Gly Ala Gin Arg 
275 280 285 



Asp Ala Trp Gly Pro Gly Ala Ala Lys Ser Gly Val Gly Thr Ala Leu 
290 295 300 



Leu Leu Lys Leu Ala Gin Met Phe Ser Asp Met Val Leu Lys Asp Gly 
305 310 315 320 



Phe Gin Pro Ser Arg Ser He He Phe Ala Ser Trp Ser Ala Gly Asp 
325 330 335 
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Phe Gly Ser Val Gly Ala Thr Glu Trp Leu Glu Gly Tyr Leu Ser Ser 
340 345 350 



Leu His Leu Lys Ala Phe Thr Tyr lie Asn Leu Asp Lys Ala Val Leu 
355 360 365 



Gly Thr Ser Asn Phe Lys Val Ser Ala Ser Pro Leu Leu Tyr Thr Leu 
370 375 380 



lie Glu Lys Thr Met Gin Asn Val Lys His Pro Val Thr Gly Gin Phe 
385 390 395 400 



Leu Tyr Gin Asp Ser Asn Trp Ala Ser Lys Val Glu Lys Leu Thr Leu 
405 410 415 



Asp Asn Ala Ala Phe Pro Phe Leu Ala Tyr Ser Gly lie Pro Ala Val 
420 425 430 



Ser Phe Cys Phe Cys Glu Asp Thr Asp Tyr Pro Tyr Leu Gly Thr Thr 
435 440 445 



Met Asp Thr Tyr Lys Glu Leu lie Glu Arg lie Pro Glu Leu Asn Lys 
450 455 460 



Val Ala Arg Ala Ala Ala Glu Val Ala Gly Gin Phe Val He Lys Leu 
465 470 475 480 



Thr His Asp Val Glu Leu Asn Leu Asp Tyr Glu Glu Tyr Asn Ser Gin 
485 490 495 



Leu Leu Ser Phe Val Arg Asp Leu Asn Gin Tyr Arg Ala Asp He Lys 
500 505 510 



Glu Met Gly Leu Ser Leu Gin Trp Leu Tyr Ser Ala Arg Gly Asp Phe 
515 520 525 



Phe Arg Ala Thr Ser Arg Leu Thr Thr Asp Phe Gly Asn Ala Glu Lys 
530 535 540 



Thr Asp Arg Phe Val Met Lys Lys Leu Asn Asp Arg Val Met Arg Val 
545 550 555 560 



Glu Tyr His Phe Leu Ser Pro Tyr Val Ser Pro Lys Glu Ser Pro Phe 
565 570 575 



Arg His Val Phe Trp Gly Ser Gly Ser His Thr Leu Pro Ala Leu Leu 
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580 585 590 



Glu Asn Leu Lys Leu Arg Lys Gin Asn Asn Gly Ala Phe Asn Glu Thr 
595 600 605 



Leu Phe Arg Asn Gin Leu Ala Leu Ala Thr Trp Thr lie Gin Gly Ala 
610 615 620 



Ala Asn Ala Leu Ser Gly Asp Val Trp Asp lie Asp Asn Glu Phe 

630 635 



625 
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<211> 


639 


<212> 
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<213> 


Homo 


<400> 
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Leu Tyr Trp Asp Asp Leu Lys Arg Lys Leu Ser Glu Lys Leu Asp Ser 
15 10 15 



Thr Asp Phe Thr Ser Thr lie Lys Leu Leu Asn Glu Asn Ser Tyr Val 
20 25 30 



Pro Arg Glu Ala Gly Ser Gin Lys Asp Glu Asn Leu Ala Leu Tyr Val 
35 40 45 



Glu Asn Glu Phe Arg Glu Phe Lys Leu Ser Lys Val Trp Arg Asp Gin 
50 55 60 



His Phe Val Lys lie Gin Val Lys Asp Ser Ala Gin Asn Ser Val lie 
65 70 75 80 



lie Val Asp Lys Asn Gly Arg Leu Val Tyr Leu Val Glu Asn Pro Gly 
85 90 95 



Gly Tyr Val Ala Tyr Ser Lys Ala Ala Thr Val Thr Gly Lys Leu Val 
100 105 110 



His Ala Asn Phe Gly Thr Lys Lys Asp Phe Glu Asp Leu Tyr Thr Pro 
115 120 125 



Val Asn Gly Ser lie Val lie Val Arg Ala Gly Lys lie Thr Phe Ala 
130 135 140 



Glu Lys Val Ala Asn Ala Glu Ser Leu Asn Ala lie Gly Val Leu lie 
145 150 155 160 
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Tyr Met Asp Gin Thr Lys Phe Pro lie Val Asn Ala Glu Leu Ser Phe 
165 170 175 



Phe Gly His Ala His Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly Phe 
180 185 190 



Pro Ser Phe Asn His Thr Gin Phe Pro Pro Ser Arg Ser Ser Gly Leu 
195 200 205 



Pro Asn lie Pro Val Gin Thr lie Ser Arg Ala Ala Ala Glu Lys Leu 
210 215 220 



Phe Gly Asn Met Glu Gly Asp Cys Pro Ser Asp Trp Lys Thr Asp Ser 
225 230 235 240 



Thr Cys Arg Met Val Thr Ser Glu Ser Lys Asn Val Lys Leu Thr Val 
245 250 255 



Ser Asn Val Leu Lys Glu lie Lys lie Leu Asn lie Phe Gly Val lie 
260 265 270 



Lys Gly Phe Val Glu Pro Asp His Tyr Val Val Val Gly Ala Gin Arg 
275 280 285 



Asp Ala Trp Gly Pro Gly Ala Ala Lys Ser Gly Val Gly Thr Ala Leu 
290 295 300 



Leu Leu Lys Leu Ala Gin Met Phe Ser Asp Met Val Leu Lys Asp Gly 
305 310 315 320 



Phe Gin Pro Ser Arg Ser lie lie Phe Ala Ser Trp Ser Ala Gly Asp 
325 330 335 



Phe Gly Ser Val Gly Ala Thr Glu Trp Leu Glu Gly Tyr Leu Ser Ser 
340 345 350 



Leu His Leu Lys Ala Phe Thr Tyr lie Asn Leu Asp Lys Ala Val Leu 
355 360 365 



Gly Thr Ser Asn Phe Lys Val Ser Ala Ser Pro Leu Leu Tyr Thr Leu 
370 375 380 



lie Glu Lys Thr Met Gin Asn Val Lys His Pro Val Thr Gly Gin Phe 
385 390 395 400 
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Leu Tyr Gin Asp Ser Asn Trp Ala Ser Lys Val Glu Lys Leu Thr Leu 
405 410 415 



Asp Asn Ala Ala Phe Pro Phe Leu Ala Tyr Ser Gly lie Pro Ala Val 
420 425 430 



Ser Phe Cys Phe Cys Glu Asp Thr Asp Tyr Pro Tyr Leu Gly Thr Thr 
435 440 445 



Met Asp Thr Tyr Lys Glu Leu lie Glu Arg lie Pro Glu Leu Asn Lys 
450 455 460 



Val Ala Arg Ala Ala Ala Glu Val Ala Gly Gin Phe Val lie Lys Leu 
465 470 475 480 



Thr His Asp Val Glu Leu Asn Leu Asp Tyr Glu Glu Tyr Asn Ser Gin 
485 490 495 



Leu Leu Ser Phe Val Arg Asp Leu Asn Gin Tyr Arg Ala Asp lie Lys 
500 505 510 



Glu Met Gly Leu Ser Leu Gin Trp Leu Tyr Ser Ala Arg Gly Asp Phe 
515 520 525 



Phe Arg Ala Thr Ser Arg Leu Thr Thr Asp Phe Gly Asn Ala Glu Lys 
530 535 540 



Thr Asp Arg Phe Val Met Lys Lys Leu Asn Asp Arg Val Met Arg Val 
545 550 555 560 



Glu Tyr His Phe Leu Ser Pro Tyr Val Ser Pro Lys Glu Ser Pro Phe 
565 570 575 



Arg His Val Phe Trp Gly Ser Gly Ser His Thr Leu Pro Ala Leu Leu 
580 585 590 



Glu Asn Leu Lys Leu Arg Lys Gin Asn Asn Gly Ala Phe Asn Glu Thr 
595 600 605 



Leu Phe Arg Asn Gin Leu Ala Leu Ala Thr Trp Thr lie Gin Gly Ala 
610 615 620 



Ala Asn Ala Leu Ser Gly Asp Val Trp Asp lie Asp Asn Glu Phe 
625 630 635 
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<211> 639 
<212> PRT 
<213> Homo sapiens 

<400> 16 

Leu Tyr Trp Asp Asp Leu Lys Arg Lys Leu Ser Glu Lys Leu Asp Ser 
15 10 15 



Thr Asp Phe Thr Ser Thr lie Lys Leu Leu Asn Glu Asn Ser Tyr Val 
20 25 30 



Pro Arg Glu Ala Gly Ser Gin Lys Asp Glu Asn Leu Ala Leu Tyr Val 
35 40 45 



Glu Asn Glu Phe Arg Glu Phe Lys Leu Ser Lys Val Trp Arg Asp Gin 
50 55 60 



His Phe Val Lys lie Gin Val Lys Asp Ser Ala Gin Asn Ser Val lie 
65 70 75 80 



lie Val Asp Lys Asn Gly Arg Leu Val Tyr Leu Val Glu Asn Pro Gly 
85 90 95 



Gly Tyr Val Ala Tyr Ser Lys Ala Ala Thr Val Thr Gly Lys Leu Val 
100 105 110 



His Ala Asn Phe Gly Thr Lys Lys Asp Phe Glu Asp Leu Tyr Thr Pro 
115 120 125 



Val Asn Gly Ser lie Val He Val Arg Ala Gly Lys He Thr Phe Ala 
130 135 140 



Glu Lys Val Ala Asn Ala Glu Ser Leu Asn Ala He Gly Val Leu He 
145 150 155 160 



Tyr Met Asp Gin Thr Lys Phe Pro He Val Asn Ala Glu Leu Ser Phe 
165 170 175 



Phe Gly His Ala His Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly Phe 
180 185 190 



Pro Ser Phe Asn His Thr Gin Phe Pro Pro Ser Arg Ser Ser Gly Leu 
195 200 205 



Pro Asn He Pro Val Gin Thr He Ser Arg Ala Ala Ala Glu Lys Leu 
210 215 220 
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Phe Gly Asn Met Glu Gly Asp Cys Pro Ser Asp Trp Lys Thr Asp Ser 
225 230 235 240 



Thr Cys Arg Met Val Thr Ser Glu Ser Lys Asn Val Lys Leu Thr Val 
245 250 255 



Ser Asn Val Leu Lys Glu lie Lys lie Leu Asn lie Phe Gly Val lie 
260 265 270 



Lys Gly Phe Val Glu Pro Asp His Tyr Val Val Val Gly Ala Gin Arg 
275 280 285 



Asp Ala Trp Gly Pro Gly Ala Ala Lys Ser Gly Val Gly Thr Ala Leu 
290 295 300 



Leu Leu Lys Leu Ala Gin Met Phe Ser Asp Met Val Leu Lys Asp Gly 
305 310 315 320 



Phe Gin Pro Ser Arg Ser lie lie Phe Ala Ser Trp Ser Ala Gly Asp 
325 330 335 



Phe Gly Ser Val Gly Ala Thr Glu Trp Leu Glu Gly Tyr Leu Ser Ser 
340 345 350 



Leu His Leu Lys Ala Phe Thr Tyr lie Asn Leu Asp Lys Ala Val Leu 
355 360 365 



Gly Thr Ser Asn Phe Lys Val Ser Ala Ser Pro Leu Leu Tyr Thr Leu 
370 375 380 



lie Glu Lys Thr Met Gin Asn Val Lys His Pro Val Thr Gly Gin Phe 
385 390 395 400 



Leu Tyr Gin Asp Ser Asn Trp Ala Ser Lys Val Glu Lys Leu Thr Leu 
405 410 415 



Asp Asn Ala Ala Phe Pro Phe Leu Ala Tyr Ser Gly lie Pro Ala Val 
420 425 430 



Ser Phe Cys Phe Cys Glu Asp Thr Asp Tyr Pro Tyr Leu Gly Thr Thr 
435 440 445 



Met Asp Thr Tyr Lys Glu Leu lie Glu Arg lie Pro Glu Leu Asn Lys 
450 455 460 
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Val Ala Arg Ala Ala Ala Glu Val Ala Gly Gin Phe Val lie Lys Leu 
465 470 475 480 



Thr His Asp Val Glu Leu Asn Leu Asp Tyr Glu Glu Tyr Asn Ser Gin 
485 490 495 



Leu Leu Ser Phe Val Arg Asp Leu Asn Gin Tyr Arg Ala Asp lie Lys 
500 505 510 



Glu Met Gly Leu Ser Leu Gin Trp Leu Tyr Ser Ala Arg Gly Asp Phe 
515 520 525 



Phe Arg Ala Thr Ser Arg Leu Thr Thr Asp Phe Gly Asn Ala Glu Lys 
530 535 540 



Thr Asp Arg Phe Val Met Lys Lys Leu Asn Asp Arg Val Met Arg Val 
545 550 555 560 



Glu Tyr His Phe Leu Ser Pro Tyr Val Ser Pro Lys Glu Ser Pro Phe 
565 570 575 



Arg His Val Phe Trp Gly Ser Gly Ser His Thr Leu Pro Ala Leu Leu 
580 585 590 



Glu Asn Leu Lys Leu Arg Lys Gin Asn Asn Gly Ala Phe Asn Glu Thr 
595 600 605 



Leu Phe Arg Asn Gin Leu Ala Leu Ala Thr Trp Thr lie Gin Gly Ala 
610 615 620 



Ala Asn Ala Leu Ser Gly Asp Val Trp Asp lie Asp Asn Glu Phe 

630 635 



625 
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Leu Tyr Trp Asp Asp Leu Lys Arg Lys Leu Ser Glu Lys Leu Asp Ser 
15 10 15 



Thr Asp Phe Thr Ser Thr lie Lys Leu Leu Asn Glu Asn Ser Tyr Val 
20 25 30 



Pro Arg Glu Ala Gly Ser Gin Lys Asp Glu Asn Leu Ala Leu Tyr Val 
35 40 45 
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Glu Asn Glu Phe Arg Glu Phe Lys Leu Ser Lys Val Trp Arg Asp Gin 
50 55 60 



His Phe Val Lys lie Gin Val Lys Asp Ser Ala Gin Asn Ser Val lie 
65 70 75 80 



lie Val Asp Lys Asn Gly Arg Leu Val Tyr Leu Val Glu Asn Pro Gly 
85 90 95 



Gly Tyr Val Ala Tyr Ser Lys Ala Ala Thr Val Thr Gly Lys Leu Val 
100 105 110 



His Ala Asn Phe Gly Thr Lys Lys Asp Phe Glu Asp Leu Tyr Thr Pro 
115 120 125 



Val Asn Gly Ser He Val He Val Arg Ala Gly Lys He Thr Phe Ala 
130 135 140 



Glu Lys Val Ala Asn Ala Glu Ser Leu Asn Ala He Gly Val Leu He 
145 150 155 160 



Tyr Met Asp Gin Thr Lys Phe Pro He Val Asn Ala Glu Leu Ser Phe 
165 170 175 



Phe Gly His Ala His Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly Phe 
180 185 190 



Pro Ser Phe Asn His Thr Gin Phe Pro Pro Ser Arg Ser Ser Gly Leu 
195 200 205 



Pro Asn He Pro Val Gin Thr He Ser Arg Ala Ala Ala Glu Lys Leu 
210 215 220 



Phe Gly Asn Met Glu Gly Asp Cys Pro Ser Asp Trp Lys Thr Asp Ser 
225 230 235 240 



Thr Cys Arg Met Val Thr Ser Glu Ser Lys Asn Val Lys Leu Thr Val 
245 250 255 



Ser Asn Val Leu Lys Glu He Lys He Leu Asn He Phe Gly Val He 
260 265 270 



Lys Gly Phe Val Glu Pro Asp His Tyr Val Val Val Gly Ala Gin Arg 
275 280 285 
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Asp Ala Trp Gly Pro Gly Ala Ala Lys Ser Gly Val Gly Thr Ala Leu 
290 295 300 



Leu Leu Lys Leu Ala Gin Met Phe Ser Asp Met Val Leu Lys Asp Gly 
305 310 315 320 



Phe Gin Pro Ser Arg Ser He He Phe Ala Ser Trp Ser Ala Gly Asp 
325 330 335 



Phe Gly Ser Val Gly Ala Thr Glu Trp Leu Glu Gly Tyr Leu Ser Ser 
340 345 350 



Leu His Leu Lys Ala Phe Thr Tyr He Asn Leu Asp Lys Ala Val Leu 
355 360 365 



Gly Thr Ser Asn Phe Lys Val Ser Ala Ser Pro Leu Leu Tyr Thr Leu 
370 375 380 



He Glu Lys Thr Met Gin Asn Val Lys His Pro Val Thr Gly Gin Phe 
385 390 395 400 



Leu Tyr Gin Asp Ser Asn Trp Ala Ser Lys Val Glu Lys Leu Thr Leu 
405 410 415 



Asp Asn Ala Ala Phe Pro Phe Leu Ala Tyr Ser Gly He Pro Ala Val 
420 425 430 



Ser Phe Cys Phe Cys Glu Asp Thr Asp Tyr Pro Tyr Leu Gly Thr Thr 
435 440 445 



Met Asp Thr Tyr Lys Glu Leu He Glu Arg He Pro Glu Leu Asn Lys 
450 455 460 



Val Ala Arg Ala Ala Ala Glu Val Ala Gly Gin Phe Val He Lys Leu 
465 470 475 480 



Thr His Asp Val Glu Leu Asn Leu Asp Tyr Glu Glu Tyr Asn Ser Gin 
485 490 495 



Leu Leu Ser Phe Val Arg Asp Leu Asn Gin Tyr Arg Ala Asp He Lys 
500 505 510 



Glu Met Gly Leu Ser Leu Gin Trp Leu Tyr Ser Ala Arg Gly Asp Phe 
515 520 525 
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Phe Arg Ala Thr Ser Arg Leu Thr Thr Asp Phe Gly Asn Ala Glu Lys 
530 535 540 



Thr Asp Arg Phe Val Met Lys Lys Leu Asn Asp Arg Val Met Arg Val 
545 550 555 560 



Glu Tyr His Phe Leu Ser Pro Tyr Val Ser Pro Lys Glu Ser Pro Phe 
565 570 575 



Arg His Val Phe Trp Gly Ser Gly Ser His Thr Leu Pro Ala Leu Leu 
580 585 590 



Glu Asn Leu Lys Leu Arg Lys Gin Asn Asn Gly Ala Phe Asn Glu Thr 
595 600 605 



Leu Phe Arg Asn Gin Leu Ala Leu Ala Thr Trp Thr lie Gin Gly Ala 
610 615 620 



Ala Asn Ala Leu Ser Gly Asp Val Trp Asp lie Asp Asn Glu Phe 
625 630 635 



<210> 18 

<211> 639 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Leu Tyr Trp Asp Asp Leu Lys Arg Lys Leu Ser Glu Lys Leu Asp Ser 
1 5 10 15 



Thr Asp Phe Thr Ser Thr lie Lys Leu Leu Asn Glu Asn Ser Tyr Val 
20 25 30 



Pro Arg Glu Ala Gly Ser Gin Lys Asp Glu Asn Leu Ala Leu Tyr Val 
35 40 45 



Glu Asn Glu Phe Arg Glu Phe Lys Leu Ser Lys Val Trp Arg Asp Gin 
50 55 60 



His Phe Val Lys lie Gin Val Lys Asp Ser Ala Gin Asn Ser Val lie 
65 70 75 80 



lie Val Asp Lys Asn Gly Arg Leu Val Tyr Leu Val Glu Asn Pro Gly 
85 90 95 



Gly Tyr Val Ala Tyr Ser Lys Ala Ala Thr Val Thr Gly Lys Leu Val 
100 105 110 
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His Ala Asn Phe Gly Thr Lys Lys Asp Phe Glu Asp Leu Tyr Thr Pro 
115 120 125 



Val Asn Gly Ser He Val He Val Arg Ala Gly Lys He Thr Phe Ala 
130 135 140 



Glu Lys Val Ala Asn Ala Glu Ser Leu Asn Ala He Gly Val Leu He 
145 150 155 160 



Tyr Met Asp Gin Thr Lys Phe Pro He Val Asn Ala Glu Leu Ser Phe 
165 170 175 



Phe Gly His Ala His Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly Phe 
180 185 190 



Pro Ser Phe Asn His Thr Gin Phe Pro Pro Ser Arg Ser Ser Gly Leu 
195 200 205 



Pro Asn He Pro Val Gin Thr He Ser Arg Ala Ala Ala Glu Lys Leu 
210 215 220 



Phe Gly Asn Met Glu Gly Asp Cys Pro Ser Asp Trp Lys Thr Asp Ser 
225 230 235 240 



Thr Cys Arg Met Val Thr Ser Glu Ser Lys Asn Val Lys Leu Thr Val 
245 250 255 



Ser Asn Val Leu Lys Glu He Lys He Leu Asn He Phe Gly Val He 
260 265 270 



Lys Gly Phe Val Glu Pro Asp His Tyr Val Val Val Gly Ala Gin Arg 
275 280 285 



Asp Ala Trp Gly Pro Gly Ala Ala Lys Ser Gly Val Gly Thr Ala Leu 
290 295 300 



Leu Leu Lys Leu Ala Gin Met Phe Ser Asp Met Val Leu Lys Asp Gly 
305 310 315 320 



Phe Gin Pro Ser Arg Ser He He Phe Ala Ser Trp Ser Ala Gly Asp 
325 330 335 



Phe Gly Ser Val Gly Ala Thr Glu Trp Leu Glu Gly Tyr Leu Ser Ser 
340 345 350 
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Leu His Leu Lys Ala Phe Thr Tyr lie Asn Leu Asp Lys Ala Val Leu 
355 360 365 



Gly Thr Ser Asn Phe Lys Val Ser Ala Ser Pro Leu Leu Tyr Thr Leu 
370 375 380 



lie Glu Lys Thr Met Gin Asn Val Lys His Pro Val Thr Gly Gin Phe 
385 390 395 400 



Leu Tyr Gin Asp Ser Asn Trp Ala Ser Lys Val Glu Lys Leu Thr Leu 
405 410 415 



Asp Asn Ala Ala Phe Pro Phe Leu Ala Tyr Ser Gly lie Pro Ala Val 
420 425 430 



Ser Phe Cys Phe Cys Glu Asp Thr Asp Tyr Pro Tyr Leu Gly Thr Thr 
435 440 445 



Met Asp Thr Tyr Lys Glu Leu lie Glu Arg lie Pro Glu Leu Asn Lys 
450 455 460 



Val Ala Arg Ala Ala Ala Glu Val Ala Gly Gin Phe Val He Lys Leu 
465 470 475 480 



Thr His Asp Val Glu Leu Asn Leu Asp Tyr Glu Glu Tyr Asn Ser Gin 
485 490 495 



Leu Leu Ser Phe Val Arg Asp Leu Asn Gin Tyr Arg Ala Asp He Lys 
500 505 510 



Glu Met Gly Leu Ser Leu Gin Trp Leu Tyr Ser Ala Arg Gly Asp Phe 
515 520 525 



Phe Arg Ala Thr Ser Arg Leu Thr Thr Asp Phe Gly Asn Ala Glu Lys 
530 535 540 



Thr Asp Arg Phe Val Met Lys Lys Leu Asn Asp Arg Val Met Arg Val 
545 550 555 560 



Glu Tyr His Phe Leu Ser Pro Tyr Val Ser Pro Lys Glu Ser Pro Phe 
565 570 575 



Arg His Val Phe Trp Gly Ser Gly Ser His Thr Leu Pro Ala Leu Leu 
580 585 590 
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Glu Asn Leu Lys Leu Arg Lys Gin Asn Asn Gly Ala Phe Asn Glu Thr 
595 600 605 



Leu Phe Arg Asn Gin Leu Ala Leu Ala Thr Trp Thr lie Gin Gly Ala 
610 615 620 



Ala Asn Ala Leu Ser Gly Asp Val Trp Asp lie Asp Asn Glu Phe 

630 635 



625 
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Leu Tyr Trp Asp Asp Leu Lys Arg Lys Leu Ser Glu Lys Leu Asp Ser 
15 10 15 



Thr Asp Phe Thr Ser Thr lie Lys Leu Leu Asn Glu Asn Ser Tyr Val 
20 25 30 



Pro Arg Glu Ala Gly Ser Gin Lys Asp Glu Asn Leu Ala Leu Tyr Val 
35 40 45 



Glu Asn Glu Phe Arg Glu Phe Lys Leu Ser Lys Val Trp Arg Asp Gin 
50 55 60 



His Phe Val Lys lie Gin Val Lys Asp Ser Ala Gin Asn Ser Val lie 
65 70 75 80 



lie Val Asp Lys Asn Gly Arg Leu Val Tyr Leu Val Glu Asn Pro Gly 
85 90 95 



Gly Tyr Val Ala Tyr Ser Lys Ala Ala Thr Val Thr Gly Lys Leu Val 
100 105 110 



His Ala Asn Phe Gly Thr Lys Lys Asp Phe Glu Asp Leu Tyr Thr Pro 
115 120 125 



Val Asn Gly Ser lie Val lie Val Arg Ala Gly Lys lie Thr Phe Ala 
130 135 140 



Glu Lys Val Ala Asn Ala Glu Ser Leu Asn Ala He Gly Val Leu He 
145 150 155 160 



Tyr Met Asp Gin Thr Lys Phe Pro He Val Asn Ala Glu Leu Ser Phe 
165 170 175 
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Phe Gly His Ala His Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly Phe 
180 185 190 



Pro Ser Phe Asn His Thr Gin Phe Pro Pro Ser Arg Ser Ser Gly Leu 
195 200 205 



Pro Asn lie Pro Val Gin Thr lie Ser Arg Ala Ala Ala Glu Lys Leu 
210 215 220 



Phe Gly Asn Met Glu Gly Asp Cys Pro Ser Asp Trp Lys Thr Asp Ser 
225 230 235 240 



Thr Cys Arg Met Val Thr Ser Glu Ser Lys Asn Val Lys Leu Thr Val 
245 250 255 



Ser Asn Val Leu Lys Glu lie Lys lie Leu Asn lie Phe Gly Val lie 
260 265 270 



Lys Gly Phe Val Glu Pro Asp His Tyr Val Val Val Gly Ala Gin Arg 
275 280 285 



Asp Ala Trp Gly Pro Gly Ala Ala Lys Ser Gly Val Gly Thr Ala Leu 
290 295 300 



Leu Leu Lys Leu Ala Gin Met Phe Ser Asp Met Val Leu Lys Asp Gly 
305 310 315 320 



Phe Gin Pro Ser Arg Ser lie lie Phe Ala Ser Trp Ser Ala Gly Asp 
325 330 335 



Phe Gly Ser Val Gly Ala Thr Glu Trp Leu Glu Gly Tyr Leu Ser Ser 
340 345 350 



Leu His Leu Lys Ala Phe Thr Tyr lie Asn Leu Asp Lys Ala Val Leu 
355 360 365 



Gly Thr Ser Asn Phe Lys Val Ser Ala Ser Pro Leu Leu Tyr Thr Leu 
370 375 380 



He Glu Lys Thr Met Gin Asn Val Lys His Pro Val Thr Gly Gin Phe 
385 390 395 400 



Leu Tyr Gin Asp Ser Asn Trp Ala Ser Lys Val Glu Lys Leu Thr Leu 
405 410 415 
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Asp Asn Ala Ala Phe Pro Phe Leu Ala Tyr Ser Gly lie Pro Ala Val 
420 425 430 



Ser Phe Cys Phe Cys Glu Asp Thr Asp Tyr Pro Tyr Leu Gly Thr Thr 
435 440 445 



Met Asp Thr Tyr Lys Glu Leu lie Glu Arg lie Pro Glu Leu Asn Lys 
450 455 460 



Val Ala Arg Ala Ala Ala Glu Val Ala Gly Gin Phe Val lie Lys Leu 
465 470 475 480 



Thr His Asp Val Glu Leu Asn Leu Asp Tyr Glu Glu Tyr Asn Ser Gin 
485 490 495 



Leu Leu Ser Phe Val Arg Asp Leu Asn Gin Tyr Arg Ala Asp lie Lys 
500 505 510 



Glu Met Gly Leu Ser Leu Gin Trp Leu Tyr Ser Ala Arg Gly Asp Phe 
515 520 525 



Phe Arg Ala Thr Ser Arg Leu Thr Thr Asp Phe Gly Asn Ala Glu Lys 
530 535 540 



Thr Asp Arg Phe Val Met Lys Lys Leu Asn Asp Arg Val Met Arg Val 
545 550 555 560 



Glu Tyr His Phe Leu Ser Pro Tyr Val Ser Pro Lys Glu Ser Pro Phe 
565 570 575 



Arg His Val Phe Trp Gly Ser Gly Ser His Thr Leu Pro Ala Leu Leu 
580 585 590 



Glu Asn Leu Lys Leu Arg Lys Gin Asn Asn Gly Ala Phe Asn Glu Thr 
595 600 605 



Leu Phe Arg Asn Gin Leu Ala Leu Ala Thr Trp Thr lie Gin Gly Ala 
610 615 620 



Ala Asn Ala Leu Ser Gly Asp Val Trp Asp lie Asp Asn Glu Phe 
625 630 635 



<210> 20 

<211> 639 

<212> PRT 

<213> Homo sapiens 
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<400> 20 

Leu Tyr Trp Asp Asp Leu Lys Arg Lys Leu Ser Glu Lys Leu Asp Ser 
1 5 10 15 



Thr Asp Phe Thr Ser Thr lie Lys Leu Leu Asn Glu Asn Ser Tyr Val 
20 25 30 



Pro Arg Glu Ala Gly Ser Gin Lys Asp Glu Asn Leu Ala Leu Tyr Val 
35 40 45 



Glu Asn Glu Phe Arg Glu Phe Lys Leu Ser Lys Val Trp Arg Asp Gin 
50 55 60 



His Phe Val Lys lie Gin Val Lys Asp Ser Ala Gin Asn Ser Val lie 
65 70 75 80 



lie Val Asp Lys Asn Gly Arg Leu Val Tyr Leu Val Glu Asn Pro Gly 
85 90 95 



Gly Tyr Val Ala Tyr Ser Lys Ala Ala Thr Val Thr Gly Lys Leu Val 
100 105 110 



His Ala Asn Phe Gly Thr Lys Lys Asp Phe Glu Asp Leu Tyr Thr Pro 
115 120 125 



Val Asn Gly Ser lie Val lie Val Arg Ala Gly Lys lie Thr Phe Ala 
130 135 140 



Glu Lys Val Ala Asn Ala Glu Ser Leu Asn Ala lie Gly Val Leu lie 
145 150 155 160 



Tyr Met Asp Gin Thr Lys Phe Pro lie Val Asn Ala Glu Leu Ser Phe 
165 170 175 



Phe Gly His Ala His Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly Phe 
180 185 190 



Pro Ser Phe Asn His Thr Gin Phe Pro Pro Ser Arg Ser Ser Gly Leu 
195 200 205 



Pro Asn lie Pro Val Gin Thr lie Ser Arg Ala Ala Ala Glu Lys Leu 
210 215 220 



Phe Gly Asn Met Glu Gly Asp Cys Pro Ser Asp Trp Lys Thr Asp Ser 
225 230 235 240 
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Thr Cys Arg Met Val Thr Ser Glu Ser Lys Asn Val Lys Leu Thr Val 
245 250 255 



Ser Asn Val Leu Lys Glu lie Lys lie Leu Asn lie Phe Gly Val lie 
260 265 270 



Lys Gly Phe Val Glu Pro Asp His Tyr Val Val Val Gly Ala Gin Arg 
275 280 285 



Asp Ala Trp Gly Pro Gly Ala Ala Lys Ser Gly Val Gly Thr Ala Leu 
290 295 300 



Leu Leu Lys Leu Ala Gin Met Phe Ser Asp Met Val Leu Lys Asp Gly 
305 310 315 320 



Phe Gin Pro Ser Arg Ser lie lie Phe Ala Ser Trp Ser Ala Gly Asp 
325 330 335 



Phe Gly Ser Val Gly Ala Thr Glu Trp Leu Glu Gly Tyr Leu Ser Ser 
340 345 350 



Leu His Leu Lys Ala Phe Thr Tyr lie Asn Leu Asp Lys Ala Val Leu 
355 360 365 



Gly Thr Ser Asn Phe Lys Val Ser Ala Ser Pro Leu Leu Tyr Thr Leu 
370 375 380 



lie Glu Lys Thr Met Gin Asn Val Lys His Pro Val Thr Gly Gin Phe 
385 390 395 400 



Leu Tyr Gin Asp Ser Asn Trp Ala Ser Lys Val Glu Lys Leu Thr Leu 
405 410 415 



Asp Asn Ala Ala Phe Pro Phe Leu Ala Tyr Ser Gly lie Pro Ala Val 
420 425 430 



Ser Phe Cys Phe Cys Glu Asp Thr Asp Tyr Pro Tyr Leu Gly Thr Thr 
435 440 445 



Met Asp Thr Tyr Lys Glu Leu lie Glu Arg lie Pro Glu Leu Asn Lys 
450 455 460 



Val Ala Arg Ala Ala Ala Glu Val Ala Gly Gin Phe Val lie Lys Leu 
465 470 475 480 
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Thr His Asp Val Glu Leu Asn Leu Asp Tyr Glu Glu Tyr Asn Ser Gin 
485 490 495 



Leu Leu Ser Phe Val Arg Asp Leu Asn Gin Tyr Arg Ala Asp lie Lys 
500 505 510 



Glu Met Gly Leu Ser Leu Gin Trp Leu Tyr Ser Ala Arg Gly Asp Phe 
515 520 525 



Phe Arg Ala Thr Ser Arg Leu Thr Thr Asp Phe Gly Asn Ala Glu Lys 
530 535 540 



Thr Asp Arg Phe Val Met Lys Lys Leu Asn Asp Arg Val Met Arg Val 
545 550 555 560 



Glu Tyr His Phe Leu Ser Pro Tyr Val Ser Pro Lys Glu Ser Pro Phe 
565 570 575 



Arg His Val Phe Trp Gly Ser Gly Ser His Thr Leu Pro Ala Leu Leu 
580 585 590 



Glu Asn Leu Lys Leu Arg Lys Gin Asn Asn Gly Ala Phe Asn Glu Thr 
595 600 605 



Leu Phe Arg Asn Gin Leu Ala Leu Ala Thr Trp Thr lie Gin Gly Ala 
610 615 620 



Ala Asn Ala Leu Ser Gly Asp Val Trp Asp lie Asp Asn Glu Phe 

63 0 63 5 



625 




<210> 


21 


<211> 


639 


<212> 


PRT 


<213> 


Homo 


<400> 


21 



Leu Tyr Trp Asp Asp Leu Lys Arg Lys Leu Ser Glu Lys Leu Asp Ser 
15 10 15 



Thr Asp Phe Thr Ser Thr lie Lys Leu Leu Asn Glu Asn Ser Tyr Val 
20 25 30 



Pro Arg Glu Ala Gly Ser Gin Lys Asp Glu Asn Leu Ala Leu Tyr Val 
35 40 45 



Glu Asn Glu Phe Arg Glu Phe Lys Leu Ser Lys Val Trp Arg Asp Gin 
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50 55 60 



His Phe Val Lys lie Gin Val Lys Asp Ser Ala Gin Asn Ser Val lie 
65 70 75 80 



lie Val Asp Lys Asn Gly Arg Leu Val Tyr Leu Val Glu Asn Pro Gly 
85 90 95 



Gly Tyr Val Ala Tyr Ser Lys Ala Ala Thr Val Thr Gly Lys Leu Val 
100 105 110 



His Ala Asn Phe Gly Thr Lys Lys Asp Phe Glu Asp Leu Tyr Thr Pro 
115 120 125 



Val Asn Gly Ser lie Val lie Val Arg Ala Gly Lys lie Thr Phe Ala 
130 135 140 



Glu Lys Val Ala Asn Ala Glu Ser Leu Asn Ala He Gly Val Leu He 
145 150 155 160 



Tyr Met Asp Gin Thr Lys Phe Pro He Val Asn Ala Glu Leu Ser Phe 
165 170 175 



Phe Gly His Ala His Leu Gly Thr Gly Asp Pro Tyr Thr Pro Gly Phe 
180 185 190 



Pro Ser Phe Asn His Thr Gin Phe Pro Pro Ser Arg Ser Ser Gly Leu 
195 200 205 



Pro Asn He Pro Val Gin Thr He Ser Arg Ala Ala Ala Glu Lys Leu 
210 215 220 



Phe Gly Asn Met Glu Gly Asp Cys Pro Ser Asp Trp Lys Thr Asp Ser 
225 230 235 240 



Thr Cys Arg Met Val Thr Ser Glu Ser Lys Asn Val Lys Leu Thr Val 
245 250 255 



Ser Asn Val Leu Lys Glu He Lys He Leu Asn He Phe Gly Val He 
260 265 270 



Lys Gly Phe Val Glu Pro Asp His Tyr Val Val Val Gly Ala Gin Arg 
275 280 285 



Asp Ala Trp Gly Pro Gly Ala Ala Lys Ser Gly Val Gly Thr Ala Leu 
290 295 300 
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Leu Leu Lys Leu Ala Gin Met Phe Ser Asp Met Val Leu Lys Asp Gly 
305 310 315 320 



Phe Gin Pro Ser Arg Ser lie lie Phe Ala Ser Trp Ser Ala Gly Asp 
325 330 335 



Phe Gly Ser Val Gly Ala Thr Glu Trp Leu Glu Gly Tyr Leu Ser Ser 
340 345 350 



Leu His Leu Lys Ala Phe Thr Tyr lie Asn Leu Asp Lys Ala Val Leu 
355 360 365 



Gly Thr Ser Asn Phe Lys Val Ser Ala Ser Pro Leu Leu Tyr Thr Leu 
370 375 380 



lie Glu Lys Thr Met Gin Asn Val Lys His Pro Val Thr Gly Gin Phe 
385 390 395 400 



Leu Tyr Gin Asp Ser Asn Trp Ala Ser Lys Val Glu Lys Leu Thr Leu 
405 410 415 



Asp Asn Ala Ala Phe Pro Phe Leu Ala Tyr Ser Gly lie Pro Ala Val 
420 425 430 



Ser Phe Cys Phe Cys Glu Asp Thr Asp Tyr Pro Tyr Leu Gly Thr Thr 
435 440 445 



Met Asp Thr Tyr Lys Glu Leu lie Glu Arg lie Pro Glu Leu Asn Lys 
450 455 460 



Val Ala Arg Ala Ala Ala Glu Val Ala Gly Gin Phe Val lie Lys Leu 
465 470 475 480 



Thr His Asp Val Glu Leu Asn Leu Asp Tyr Glu Glu Tyr Asn Ser Gin 
485 490 495 



Leu Leu Ser Phe Val Arg Asp Leu Asn Gin Tyr Arg Ala Asp lie Lys 
500 505 510 



Glu Met Gly Leu Ser Leu Gin Trp Leu Tyr Ser Ala Arg Gly Asp Phe 
515 520 525 



Phe Arg Ala Thr Ser Arg Leu Thr Thr Asp Phe Gly Asn Ala Glu Lys 
530 535 540 
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Thr Asp Arg Phe Val Met Lys Lys Leu Asn Asp Arg Val Met Arg Val 
545 550 555 560 



Glu Tyr His Phe Leu Ser Pro Tyr Val Ser Pro Lys Glu Ser Pro Phe 
565 570 575 



Arg His Val Phe Trp Gly Ser Gly Ser His Thr Leu Pro Ala Leu Leu 
580 585 590 



Glu Asn Leu Lys Leu Arg Lys Gin Asn Asn Gly Ala Phe Asn Glu Thr 
595 600 605 



Leu Phe Arg Asn Gin Leu Ala Leu Ala Thr Trp Thr lie Gin Gly Ala 
610 615 620 



Ala Asn Ala Leu Ser Gly Asp Val Trp Asp lie Asp Asn Glu Phe 
625 630 635 



<210> 22 
<211> 63 
<212> PRT 

<213> Cavia porcellus 
<400> 22 

Lys lie Thr Phe Ala Glu Lys Val Ala Asn Ala Glu Ser Leu Asn Ala 
15 10 15 



Leu Gly Val Leu lie Tyr Leu Asp Trp Thr Lys Phe Pro lie Pro Lys 
20 25 30 



Ala Asp Leu Pro Val Phe Gly His Val His Leu Gly Thr Gly Asp Pro 
35 40 45 



Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gin Phe Pro Pro 
50 55 60 



<210> 23 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Arg Val Glu Tyr His Phe Leu Ser Pro Tyr Val Ser Pro Lys Glu Ser 
1 5 10 15 



Pro 
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<210> 24 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 24 



Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser Gly Ser His Thr 



10 15 



<210> 25 

<211> 23 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (13) . . (13) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (20) . . (20) 

<223> Xaa can be any naturally occurring amino acid 
<400> 25 

Leu Ala Gly Lys Glu Ser Pro Val Val Glu Glu Pro Xaa Glu Asp Phe 
15 10 15 



Pro Ala Ala Xaa Arg Leu Thr 
20 



<210> 26 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Phe Pro lie Val Asn Ala Glu Leu Ser Phe Phe Gly His Ala His 
1 5 10 15 



<210> 


27 


<211> 


2283 


<212> 


DNA 


<213> 


Homo 


<400> 


27 



atgatggatc aagctagatc agcattctct aacttgtttg gtggagaacc attgtcatat 60 
acccggttca gcctggctcg gcaagtagat ggcgataaca gtcatgtgga gatgaaactt 120 
gctgtagatg aagaagaaaa tgctgacaat aacacaaagg ccaatgtcao aaaaccaaaa 180 
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aggtgtagtg 


gaagtatctg 


ctatgggact 


attgctgtga 


tcgtcttttt 


cttgattgga 


240 


tttatgattg 


gctacttggg 


ctattgtaaa 


ggggtagaac 


caaaaactga 


gtgtgagaga 


300 


ctggcaggaa 


ccgagtctcc 


agtgagggag 


gagccaggag 


aggacttccc 


tgcagcacgt 


360 


cgcttatatt 


gggatgacct 


gaagagaaag 


ttgtcggaga 


aactggacag 


cacagacttc 


420 


accggcacca 


tcaagctgct 


gaatgaaaat 


tcatatgtcc 


ctcgtgaggc 


tggatctcaa 


480 


aaagatgaaa 


atcttgcgtt 


gtatgttgaa 


aatcaatttc 


gtgaatttaa 


actcagcaaa 


540 


gtctggcgtg 


atcaacattt 


tgttaagatt 


caggtcaaag 


acagcgctca 


aaactcggtg 


600 


atcatagttg 


ataagaacgg 


tagacttgtt 


tacctggtgg 


agaatcctgg 


gggttatgtg 


660 


gcgtatagta 


aggctgcaac 


agttactggt 


aaactggtcc 


atgctaattt 


tggtactaaa 


720 


aaagattttg 


aggatttata 


cactcctgtg 


aatggatcta 


tagtgattgt 


cagagcaggg 


780 


aaaatcacct 


ttgcagaaaa 


ggttgcaaat 


gctgaaagct 


taaatgcaat 


tggtgtgttg 


840 


atatacatgg 


accagactaa 


atttcccatt 


gttaacgcag 


aactttcatt 


ctttggacat 


900 


gctcatctgg 


ggacaggtga 


cccttacaca 


cctggattcc 


cttccttcaa 


tcacactcag 


960 


tttccaccat 


ctcggtcatc 


aggattgcct 


aatatacctg 


tccagacaat 


ctccagagct 


1020 


gctgcagaaa 


agctgtttgg 


gaatatggaa 


ggagactgtc 


cctctgactg 


gaaaacagac 


1080 


tctacatgta 


ggatggtaac 


ctcagaaagc 


aagaatgtga 


agctcactgt 


gagcaatgtg 


1140 


ctgaaagaga 


taaaaattct 


taacatcttt 


ggagttatta 


aaggctttgt 


agaaccagat 


1200 


cactatgttg 


tagttggggc 


ccagagagat 


gcatggggcc 


ctggagctgc 


aaaatccggt 


1260 


gtaggcacag 


ctctcctatt 


gaaacttgcc 


cagatgttct 


cagatatggt 


cttaaaagat 


1320 


gggtttcagc 


ccagcagaag 


cattatcttt 


gccagttgga 


gtgctggaga 


ctttggatcg 


1380 


gttggtgcca 


ctgaatggct 


agagggatac 


ctttcgtccc 


tgcatttaaa 


ggctttcact 


1440 


tatattaatc 


tggataaagc 


ggttcttggt 


accagcaact 


tcaaggtttc 


tgccagccca 


1500 


ctgttgtata 


cgcttattga 


gaaaacaatg 


caaaatgtga 


agcatccggt 


tactgggcaa 


1560 


tttctatatc 


aggacagcaa 


ctgggccagc 


aaagttgaga 


aactcacttt 


agacaatgct 


1620 


gctttccctt 


tccttgcata 


ttctggaatc 


ccagcagttt 


ctttctgttt 


ttgcgaggac 


1680 


acagattatc 


cttatttggg 


taccaccatg 


gacacctata 


aggaactgat 


tgagaggatt 


1740 


cctgagttga 


acaaagtggc 


acgagcagct 


gcagaggtcg 


ctggtcagtt 


cgtgattaaa 


1800 


ctaacccatg 


atgttgaatt 


gaacctggac 


tatgagaggt 


acaacagcca 


actgctttca 


1860 


tttgtgaggg 


atctgaacca 


atacagagca 


gacataaagg 


aaatgggcct 


gagtttacag 


1920 


tggctgtatt 


ctgctcgtgg 


agacttcttc 


cgtgctactt 


ccagactaac 


aacagatttc 


1980 
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gggaatgctg 


agaaaacaga 


cagatttgtc 


atgaagaaac 


tcaatgatcg 


tgtcatgaga 


2040 


gtggagtatc 


acttcctctc 


tccctacgta 


tctccaaaag 


agtctccttt 


ccgacatgtc 


2100 


ttctggggct 


ccggctctca 


cacgctgcca 


gctttactgg 


agaacttgaa 


actgcgtaaa 


2160 


caaaataacg 


gtgcttttaa 


tgaaacgctg 


ttcagaaacc 


agttggctct 


agctacttgg 


2220 


actattcagg 


gagctgcaaa 


tgccctctct 


ggtgacgttt 


gggacattga 


caatgagttt 


2280 


taa 
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atgatggatc 


aagctagatc 


agcattctct 


aacttgtttg 


gtggagaacc 


attgtcatat 


60 


acccggttca 


gcctggctcg 


gcaagtagat 


ggcgataaca 


gtcatgtgga 


gatgaaactt 


120 


gctgtagatg 


aagaagaaaa 


tgctgacaat 


aacacaaagg 


ccaatgtcac 


aaaaccaaaa 


180 


aggtgtagtg 


gaagtatctg 


ctatgggact 


attgctgtga 


tcgtcttttt 


cttgattgga 


240 


tttatgattg 


gctacttggg 


ctattgtaaa 


ggggtagaac 


caaaaactga 


gtgtgagaga 


300 


ctggcaggaa 


ccgagtctcc 


agtgagggag 


gagccaggag 


aggacttccc 


tgcagcacgt 


360 


cgcttatatt 


gggatgacct 


gaagagaaag 


ttgtcggaga 


aactggacag 


cacagacttc 


420 


accggcacca 


tcaagctgct 


gaatgaaaat 


tcatatgtcc 


ctcgtgaggc 


tggatctcaa 


480 


aaagatgaaa 


atcttgcgtt 


gtatgttgaa 


aatcaatttc 


gtgaatttaa 


actcagcaaa 


540 


gtctggcgtg 


atcaacattt 


tgttaagatt 


caggtcaaag 


acagcgctca 


aaactcggtg 


600 


atcatagttg 


ataagaacgg 


tagacttgtt 


tacctggtgg 


agaatcctgg 


gggttatgtg 


660 


gcgtatagta 


aggctgcaac 


agttactggt 


aaactggtcc 


atgctaattt 


tggtactaaa 


720 


aaagattttg 


aggatttata 


cactcctgtg 


aatggatcta 


tagtgattgt 


cagagcaggg 


780 


aaaatcacct 


ttgcagaaaa 


ggttgcaaat 


gctgaaagct 


taaatgcaat 


tggtgtgttg 


840 


atatacatgg 


accagactaa 


atttcccatt 


gttaacgcag 


aactttcatt 


ctttggacat 


900 


gctcatctgg 


ggacaggtga 


cccttacaca 


cctggattcc 


cttccttcaa 


tcacactcag 


960 


tttccaccat 


ctcggtcatc 


aggattgcct 


aatatacctg 


tccagacaat 


ctccagagct 


1020 


gctgcagaaa 


agctgtttgg 
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tctacatgta 


ggatggtaac 


ctcagaaagc 


aagaatgtga 


agctcactgt 


gagcaatgtg 


1140 


ctgaaagaga 


taaaaattct 


taacatcttt 


ggagttatta 


aaggctttgt 


agaaccagat 


1200 


cactatgttg 


tagttggggc 


ccagagagat 


gcatggggcc 


ctggagctgc 


aaaatccggt 


1260 
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gtaggcacag 


ctctcctatt 


gaaacttgcc 


cagatgttct 


cagatatggt 


cttaaaagat 


1320 


gggtttcagc 


ccagcagaag 


cattatcttt 


gccagttgga 


gtgctggaga 


ctttggatcg 


1380 


gttggtgcca 


ctgaatggct 


agagggatac 


ctttcgtccc 


tgcatttaaa 


ggctttcact 


1440 


tatattaatc 


tggataaagc 


ggttcttggt 


accagcaact 


tcaaggtttc 


tgccagccca 


1500 


ctgttgtata 


cgcttattga 


gaaaacaatg 


caaaatgtga 


agcatccggt 


tactgggcaa 


1560 


tttctatatc 


aggacagcaa 


ctgggccagc 


aaagttgaga 


aactcacttt 


agacaatgct 


1620 


gctttccctt 


tccttgcata 


ttctggaatc 


ccagcagttt 


ctttctgttt 


ttgcgaggac 


1680 


acagattatc 


cttatttggg 


taccaccatg 


gacacctata 


aggaactgat 


tgagaggatt 


1740 


cctgagttga 


acaaagtggc 


acgagcagct 


gcagaggtcg 


ctggtcagtt 


cgtgattaaa 


1800 


ctaacccatg 


atgttgaatt 


gaacctggac 


tatgagaggt 


acaacagcca 


actgctttca 


1860 


tttgtgaggg 


atctgaacca 


atacagagca 


gacataaagg 


aaatgggcct 


gagtttacag 


1920 


tggctgtatt 


ctgctcgtgg 


agacttcttc 


cgtgctactt 


ccagactaac 


aacagatttc 


1980 


gggaatgctg 


agaaaacaga 


cagatttgtc 


atgaagaaac 


tcaatgatcg 


tgtcatgaga 


2040 


gtggagtatc 


acttcctctc 


tccctacgta 


tctccaaaag 


agtctccttt 


ccgacatgtc 


2100 


ttctggggct 


ccggctctca 


cacgctgcca 


gctttactgg 


agaacttgaa 


actgcgtaaa 


2160 


caaaataacg 


gtgcttttaa 


tgaaacgctg 


ttcagaaacc 


agttggctct 


agctacttgg 


2220 


actattcagg 


gagctgcaaa 


tgccctctct 


ggtgacgttt 


gggacattga 


caatgagttt 


2280 


taa 
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<400> 29 
atgatggatc 


aagctagatc 


agcattctct 


aacttgtttg 


gtggagaacc 


attgtcatat 


60 


acccggttca 


gcctggctcg 


gcaagtagat 


ggcgataaca 


gtcatgtgga 


gatgaaactt 


120 


gctgtagatg 


aagaagaaaa 


tgctgacaat 


aacacaaagg 


ccaatgtcac 


aaaaccaaaa 


180 


aggtgtagtg 


gaagtatctg 


ctatgggact 


attgctgtga 


tcgtcttttt 


cttgattgga 


240 


tttatgattg 


gctacttggg 


ctattgtaaa 


9999tagaac 


caaaaactga 


gtgtgagaga 


300 


ctggcaggaa 


ccgagtctcc 


agcgagggag 
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cgcttatatt 


gggatgacct 


gaagagaaag 


ttgtcggaga 


aactggacag 


cacagacttc 


420 


accggcacca 


tcaagctgct 


gaatgaaaat 


tcatatgtcc 


ctcgtgaggc 


tggatctcaa 


480 


aaagatgaaa 


atcttgcgtt 


gtatgttgaa 


aatcaatttc 


gtgaatttaa 


actcagcaaa 


540 
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gtctggcgtg 


atcaacattt 


tgttaagatt 


caggtcaaag 


acagcgctca 


aaactcggtg 


600 


atcatagttg 


ataagaacgg 


tagacttgtt 


tacctggtgg 


agaatcctgg 


gggttatgtg 


660 


gcgtatagta 


aggctgcaac 


agttactggt 


aaactggtcc 


atgctaattt 


tggtactaaa 


720 


aaagattttg 


aggatttata 


cactcctgtg 


aatggatcta 


tagtgattgt 


cagagcaggg 


780 


aaaatcacct 


ttgcagaaaa 


ggttgcaaat 


gctgaaagct 


taaatgcaat 


tggtgtgttg 


840 


atatacatgg 


accagactaa 


atttcccatt 


gttaacgcag 


aactttcatt 


ctttggacat 


900 


gctcatctgg 


ggacaggtga 


cccttacaca 


cctggattcc 


cttccttcaa 


tcacactcag 


960 


tttccaccat 


ctcggtcatc 


aggattgcct 


aatatacctg 


tccagacaat 


ctccagagct 


1020 


gctgcagaaa 


agctgtttgg 


gaatatggaa 


ggagactgtc 


cctctgactg 


gaaaacagac 


1080 


tctacatgta 


ggatggtaac 


ctcagaaagc 


aagaatgtga 


agctcactgt 


gagcaatgtg 


1140 


ctgaaagaga 


taaaaattct 


taacatcttt 


ggagttatta 


aaggctttgt 


agaaccagat 


1200 


cactatgttg 


tagttggggc 


ccagagagat 


gcatggggcc 


ctggagctgc 


aaaatccggt 


1260 


gtaggcacag 


ctctcctatt 


gaaacttgcc 


cagatgttct 


cagatatggt 


cttaaaagat 


1320 


gggtttcagc 


ccagcagaag 


cattatcttt 


gccagttgga 


gtgctggaga 


ctttggatcg 


1380 


gttggtgcca 


ctgaatggct 


agagggatac 


ctttcgtccc 


tgcatttaaa 


ggctttcact 


1440 


tatattaatc 


tggataaagc 


ggttcttggt 


accagcaact 


tcaaggtttc 


tgccagccca 


1500 


ctgttgtata 


cgcttattga 


gaaaacaatg 


caaaatgtga 


agcatccggt 


tactgggcaa 


1560 


tttctatatc 


aggacagcaa 


ctgggccagc 


aaagttgaga 


aactcacttt 


agacaatgct 


1620 


gctttccctt 


tccttgcata 


ttctggaatc 


ccagcagttt 


ctttctgttt 


ttgcgaggac 


1680 


acagattatc 


cttatttggg 


taccaccatg 


gacacctata 


aggaactgat 


tgagaggatt 


1740 


cctgagttga 


acaaagtggc 


acgagcagct 


gcagaggtcg 


ctggtcagtt 


cgtgattaaa 


1800 


ctaacccatg 


atgttgaatt 


gaacctggac 


tatgagaggt 


acaacagcca 


actgctttca 


1860 


tttgtgaggg 


atctgaacca 


atacagagca 


gacataaagg 


aaatgggcct 


gagtttacag 


1920 


tggctgtatt 


ctgctcgtgg 


agacttcttc 


cgtgctactt 


ccagactaac 


aacagatttc 


1980 


gggaatgctg 


agaaaacaga 


cagatttgtc 


atgaagaaac 


tcaatgatcg 


tgtcatgaga 


2040 


gtggagtatc 


acttcctctc 


tccctacgta 


tctccaaaag 


agtctccttt 


ccgacatgtc 


2100 


ttctggggct 


ccggctctca 


cacgctgcca 


gctttactgg 


agaacttgaa 


actgcgtaaa 


2160 


caaaataacg 


gtgcttttaa 


tgaaacgctg 


ttcagaaacc 


agttggctct 


agctacttgg 


2220 


actattcagg 


gagctgcaaa 


tgccctctct 


ggtgacgttt 


gggacattga 


caatgagttt 


2280 


taa 
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<210> 30 

<211> 2283 

<212> DNA 

<213> Homo sapiens 

<400> 30 



atgatggatc 


aagctagatc 


agcattctct 


aacttgtttg 


gtggagaacc 


attgtcatat 


60 


acccggttca 


gcctggctcg 


gcaagtagat 


ggcgataaca 


gtcatgtgga 


gatgaaactt 


120 


gctgtagatg 


aagaagaaaa 


tgctgacaat 


aacacaaagg 


ccaatgtcac 


aaaaccaaaa 


180 


aggtgtagtg 


gaagtatctg 


ctatgggact 


attgctgtga 


tcgtcttttt 


cttgattgga 


240 


tttatgattg 


gctacttggg 


ctattgtaaa 


ggggtagaac 


caaaaactga 


gtgtgagaga 


300 


ctggcaggaa 


ccgagtctcc 


agtgagggag 


gagccaggag 


aggacttccc 


tgcagcacgt 


360 


cgcttatatt 


gggatgacct 


gaagagaaag 


ttgtcggaga 


aactggacag 


cacagacttc 


420 


accagcacca 


tcaagctgct 


gaatgaaaat 


tcatatgtcc 


ctcgtgaggc 


tggatctcaa 


480 


aaagatgaaa 


atcttgcgtt 


gtatgttgaa 


aatcaatttc 


gtgaatttaa 


actcagcaaa 


540 


gtctggcgtg 


atcaacattt 


tgttaagatt 


caggtcaaag 


acagcgctca 


aaactcggtg 


600 


atcatagttg 


ataagaacgg 


tagacttgtt 


tacctggtgg 


agaatcctgg 


gggttatgtg 


660 


gcgtatagta 


aggctgcaac 


agttactggt 


aaactggtcc 


atgctaattt 


tggtactaaa 


720 


aaagattttg 


aggatttata 


cactcctgtg 


aatggatcta 


tagtgattgt 


cagagcaggg 


780 


aaaatcacct 


ttgcagaaaa 


ggttgcaaat 


gctgaaagct 


taaatgcaat 


tggtgtgttg 


840 


atatacatgg 


accagactaa 


atttcccatt 


gttaacgcag 


aactttcatt 


ctttggacat 


900 


gctcatctgg 


ggacaggtga 


cccttacaca 


cctggattcc 


cttccttcaa 


tcacactcag 


960 


tttccaccat 


ctcggtcatc 


aggattgcct 


aatatacctg 


tccagacaat 


ctccagagct 


1020 


gctgcagaaa 


agctgtttgg 


gaatatggaa 


ggagactgtc 


cctctgactg 


gaaaacagac 


1080 


tctacatgta 


ggatggtaac 


ctcagaaagc 


aagaatgtga 


agctcactgt 


gagcaatgtg 


1140 


ctgaaagaga 


taaaaattct 


taacatcttt 


ggagttatta 


aaggctttgt 


agaaccagat 


1200 


cactatgttg 


tagttggggc 


ccagagagat 


gcatggggcc 


ctggagctgc 


aaaatccggt 


1260 


gtaggcacag 


ctctcctatt 


gaaacttgcc 


cagatgttct 


cagatatggt 


cttaaaagat 


1320 


gggtttcagc 


ccagcagaag 


cattatcttt 


gccagttgga 


gtgctggaga 


ctttggatcg 


1380 


gttggtgcca 


ctgaatggct 


agagggatac 


ctttcgtccc 


tgcatttaaa 


ggctttcact 


1440 


tatattaatc 


tggataaagc 


ggttcttggt 


accagcaact 


tcaaggtttc 


tgccagccca 


1500 


ctgttgtata 


cgcttattga 


gaaaacaatg 


caaaatgtga 


agcatccggt 


tactgggcaa 


1560 
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tttctatatc 


aggacagcaa 


ctgggccagc 


aaagttgaga 


aactcacttt 


agacaatgct 


1620 


gctttccctt 


tccttgcata 


ttctggaatc 


ccagcagttt 


ctttctgttt 


ttgcgaggac 


1680 


acagattatc 


cttatttggg 


taccaccatg 


gacacctata 


aggaactgat 


tgagaggatt 


1740 


cctgagttga 


acaaagtggc 


acgagcagct 


gcagaggtcg 


ctggtcagtt 


cgtgattaaa 


1800 


ctaacccatg 


atgttgaatt 


gaacctggac 


tatgagaggt 


acaacagcca 


actgctttca 


1860 


tttgtgaggg 


atctgaacca 


atacagagca 


gacataaagg 


aaatgggcct 


gagtttacag 


1920 


tggctgtatt 


ctgctcgtgg 


agacttcttc 


cgtgctactt 


ccagactaac 


aacagatttc 


1980 


gggaatgctg 


agaaaacaga 


cagatttgtc 


atgaagaaac 


tcaatgatcg 


tgtcatgaga 


2040 


gtggagtatc 


acttcctctc 


tccctacgta 


tctccaaaag 


agtctccttt 


ccgacatgtc 


2100 


ttctggggct 


ccggctctca 


cacgctgcca 


gctttactgg 


agaacttgaa 


actgcgtaaa 


2160 


caaaataacg 


gtgcttttaa 


tgaaacgctg 


ttcagaaacc 


agttggctct 


agctacttgg 


2220 


actattcagg 


gagctgcaaa 


tgccctctct 


ggtgacgttt 


gggacattga 


caatgagttt 


2280 


taa 
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<210> 31 

<211> 2283 

<212> DNA 

<213> Homo sapiens 












<400> 31 
atgatggatc 


aagctagatc 


agcattctct 


aacttgtttg 


gtggagaacc 


attgtcatat 


60 


acccggttca 


gcctggctcg 


gcaagtagat 


ggcgataaca 


gtcatgtgga 


gatgaaactt 


120 


gctgtagatg 


aagaagaaaa 


tgctgacaat 


aacacaaagg 


ccaatgtcac 


aaaaccaaaa 


180 


aggtgtagtg 


gaagtatctg 


ctatgggact 


attgctgtga 


tcgtcttttt 


cttgattgga 


240 


tttatgattg 


gctacttggg 


ctattgtaaa 


ggggtagaac 


caaaaactga 


gtgtgagaga 


300 


ctggcaggaa 


ccgagtctcc 


agtgagggag 


gagccaggag 


aggacttccc 


tgcagcacgt 


360 


cgcttatatt 


gggatgacct 


gaagagaaag 


ttgtcggaga 


aactggacag 


cacagacttc 


420 


accagcacca 


tcaagctgct 


gaatgaaaat 


tcatatgtcc 


ctcgtgaggc 


tggatctcaa 


480 


aaagatgaaa 


atcttgcgtt 


gtatgttgaa 


aatcaatttc 


gtgaatttaa 


actcagcaaa 


540 


gtctggcgtg 


atcaacattt 


tgttaagatt 


caggtcaaag 


acagcgctca 


aaactcggtg 


600 


atcatagttg 


ataagaacgg 


tagac t tgt t 


tacc tggtgg 


agaatcctgg 


gggt tatgtg 


DOU 


gcgtatagta 


aggctgcaac 


agttactggt 


aaactggtcc 


atgctaattt 


tggtactaaa 


720 


aaagattttg 


aggatttata 


cactcctgtg 


aatggatcta 


tagtgattgt 


cagagcaggg 


780 


aaaatcacct 


ttgcagaaaa 


ggttgcaaat 


gctgaaagct 


taaatgcaat 


tggtgtgttg 


840 
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atatacatgg 


accagactaa 


atttcccatt 


gttaacgcag 


aactttcatt 


ctttggacat 


900 


gctcatctgg 


ggacaggtga 


cccttacaca 


cctggattcc 


cttccttcaa 


tcacactcag 


960 


tttccaccat 


ctcggtcatc 


aggattgcct 


aatatacctg 


tccagacaat 


ctccagagct 


1020 


gctgcagaaa 


agctgtttgg 


gaatatggaa 


ggagactgtc 


cctctgactg 


gaaaacagac 


1080 


tctacatgta 


ggatggtaac 


ctcagaaagc 


aagaatgtga 


agctcactgt 


gagcaatgtg 


1140 


ctgaaagaga 


taaaaattct 


taacatcttt 


ggagttatta 


aaggctttgt 


agaaccagat 


1200 


cactatgttg 


tagttggggc 


ccagagagat 


gcatggggcc 


ctggagctgc 


aaaatccggt 


1260 


gtaggcacag 


ctctcctatt 


gaaacttgcc 


cagatgttct 


cagatatggt 


cttaaaagat 


1320 


gggtttcagc 


ccagcagaag 


cattatcttt 


gccagttgga 


gtgctggaga 


ctttggatcg 


1380 


gttggtgcca 


ctgaatggct 


agagggatac 


ctttcgtccc 


tgcatttaaa 


ggctttcact 


1440 


tatattaatc 


tggataaagc 


ggttcttggt 


accagcaact 


tcaaggtttc 


tgccagccca 


1500 


ctgttgtata 


cgcttattga 


gaaaacaatg 


caaaatgtga 


agcatccggt 


tactgggcaa 


1560 


tttctatatc 


aggacagcaa 


ctgggccagc 


aaagttgaga 


aactcacttt 


agacaatgct 


1620 


gctttccctt 


tccttgcata 


ttctggaatc 


ccagcagttt 


ctttctgttt 


ttgcgaggac 


1680 


acagattatc 


cttatttggg 


taccaccatg 


gacacctata 


aggaactgat 


tgagaggatt 


1740 


cctgagttga 


acaaagtggc 


acgagcagct 


gcagaggtcg 


ctggtcagtt 


cgtgattaaa 


1800 


ctaacccatg 


atgttgaatt 


gaacctggac 


tatgagaggt 


acaacagcca 


actgctttca 


1860 


tttgtgaggg 


atctgaacca 


atacagagca 


gacataaagg 


aaatgggcct 


gagtttacag 


1920 


tggctgtatt 


ctgctcgtgg 


agacttcttc 


cgtgctactt 


ccagactaac 


aacagatttc 


1980 


gggaatgctg 


agaaaacaga 


cagatttgtc 


atgaagaaac 


tcaatgatcg 


tgtcatgaga 


2040 


gtggagtatc 


acttcctctc 


tccctacgta 


tctccaaaag 


agtctccttt 


ccgacatgtc 


2100 


ttctggggct 


ccggctctca 


cacgctgcca 


gctttactgg 


agaacttgaa 


actgcgtaaa 


2160 


caaaataacg 


gtgcttttaa 


tgaaacgctg 


ttcagaaacc 


agttggctct 


agctacttgg 


2220 


actattcagg 


gagctgcaaa 


tgccctctct 


ggtgacgttt 


gggacattga 


caatgagttt 


2280 


taa 
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<210> 32 

<211> 2283 

<212> DNA 

<213> Homo sapiens 












<400> 32 
atgatggatc 


aagctagatc 


agcattctct 


aacttgtttg 


gtggagaacc 


attgtcatat 


60 


acccggttca 


gcctggctcg 


gcaagtagat 


ggcgataaca 


gtcatgtgga 


gatgaaactt 


120 
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gctgtagatg 


aagaagaaaa 


tgctgacaat 


aacacaaagg 


ccaatgtcac 


aaaaccaaaa 


180 


aggtgtagtg 


gaagtatctg 


ctatgggact 


attgctgtga 


tcgtcttttt 


cttgattgga 


240 


tttatgattg 


gctacttggg 


ctattgtaaa 


ggggtagaac 


caaaaactga 


gtgtgagaga 


300 


ctggcaggaa 


ccgagtctcc 


agtgagggag 


gagccaggag 


aggacttccc 


tgcagcacgt 


360 


cgcttatatt 


gggatgacct 


gaagagaaag 


ttgtcggaga 


aactggacag 


cacagacttc 


420 


accagcacca 


tcaagctgct 


gaatgaaaat 


tcatatgtcc 


ctcgtgaggc 


tggatctcaa 


480 


aaagatgaaa 


atcttgcgtt 


gtatgttgaa 


aatcaatttc 


gtgaatttaa 


actcagcaaa 


540 


gtctggcgtg 


atcaacattt 


tgttaagatt 


caggtcaaag 


acagcgctca 


aaactcggtg 


600 


atcatagttg 


ataagaacgg 


tagacttgtt 


tacctggtgg 


agaatcctgg 


gggttatgtg 


660 


gcgtatagta 


aggctgcaac 


agttactggt 


aaactggtcc 


atgctaattt 


tggtactaaa 


720 


aaagattttg 


aggatttata 


cactcctgtg 


aatggatcta 


tagtgattgt 


cagagcaggg 


780 


aaaatcacgt 


ttgcagaaaa 


ggttgcaaat 


gctgaaagct 


taaatgcaat 


tggtgtgttg 


840 


atatacatgg 


accagactaa 


atttcccatt 


gttaacgcag 


aactttcatt 


ctttggacat 


900 


gctcatctgg 


ggacaggtga 


cccttacaca 


cctggattcc 


cttccttcaa 


tcacactcag 


960 


tttccaccat 


ctcggtcatc 


aggattgcct 


aatatacctg 


tccagacaat 


ctccagagct 


1020 


gctgcagaaa 


agctgtttgg 


gaatatggaa 


ggagactgtc 


cctctgactg 


gaaaacagac 


1080 


tctacatgta 


ggatggtaac 


ctcagaaagc 


aagaatgtga 


agctcactgt 


gagcaatgtg 


1140 


ctgaaagaga 


taaaaattct 


taacatcttt 


ggagttatta 


aaggctttgt 


agaaccagat 


1200 


cactatgttg 


tagttggggc 


ccagagagat 


gcatggggcc 


ctggagctgc 


aaaatccggt 


1260 


gtaggcacag 


ctctcctatt 


gaaacttgcc 


cagatgttct 


cagatatggt 


cttaaaagat 


1320 


gggtttcagc 


ccagcagaag 


cattatcttt 


gccagttgga 


gtgctggaga 


ctttggatcg 


1380 


gttggtgcca 


ctgaatggct 


agagggatac 


ctttcgtccc 


tgcatttaaa 


ggctttcact 


1440 


tatattaatc 


tggataaagc 


ggttcttggt 


accagcaact 


tcaaggtttc 


tgccagccca 


1500 


ctgttgtata 


cgcttattga 


gaaaacaatg 


caaaatgtga 


agcatccggt 


tactgggcaa 


1560 


tttctatatc 


aggacagcaa 


ctgggccagc 


aaagttgaga 


aactcacttt 


agacaatgct 


1620 


gctttccctt 


tccttgcata 


ttctggaatc 


ccagcagttt 


ctttctgttt 


ttgcgaggac 


1680 


acagattatc 


cttatttggg 


taccaccatg 


gacacctata 


aggaactgat 


tgagaggatt 


1740 


cc tgagt tga 


acaaagtggc 


acgagcagcc 


gcagaggucg 


cuggucaguc 


cgcgac caaa 


loUU 


ctaacccatg 


atgttgaatt 


gaacctggac 


tatgagaggt 


acaacagcca 


actgctttca 


1860 


tttgtgaggg 


atctgaacca 


atacagagca 


gacataaagg 


aaatgggcct 


gagtttacag 


1920 


tggctgtatt 


ctgctcgtgg 


agacttcttc 


cgtgctactt 


ccagactaac 


aacagatttc 


1980 
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gggaatgctg agaaaacaga cagatttgtc atgaagaaac tcaatgatcg tgtcatgaga 2040 

gtggagtatc acttcctctc tccctacgta tctccaaaag agtctccttt ccgacatgtc 2100 

ttctggggct ccggctctca cacgctgcca gctttactgg agaacttgaa actgcgtaaa 2160 

caaaataacg gtgcttttaa tgaaacgctg ttcagaaacc agttggctct agctacttgg 2220 

actattcagg gagctgcaaa tgccctctct ggtgacgttt gggacattga caatgagttt 2280 

taa 2283 

<210> 33 
<211> 189 
<212> DNA 
<213> Cavia sp. 

<400> 33 

aaaatcactt ttgcagaaaa ggttgcaaat gctgaaagct taaatgcact tggtgtcttg 60 

atatacctgg actggactaa gtttcccatc cctaaggcag accttccagt cttcggtcat 120 

gttcatctag gaacaggtga cccttataca cctgggttcc cttctttcaa tcatactcaa 180 

ttcccaccg 189 



<210> 34 

<211> 1675 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Met Ala Gin lie Leu Pro lie Arg Phe Gin Glu His Leu Gin Leu Gin 
15 10 15 



Asn Leu Gly lie Asn Pro Ala Asn lie Gly Phe Ser Thr Leu Thr Met 
20 25 30 



Glu Ser Asp Lys Phe lie Cys lie Arg Glu Lys Val Gly Glu Gin Ala 
35 40 45 



Gin Val Val lie lie Asp Met Asn Asp Pro Ser Asn Pro lie Arg Arg 
50 55 60 



Pro lie Ser Ala Asp Ser Ala lie Met Asn Pro Ala Ser Lys Val lie 
65 70 75 80 



Ala Leu Lys Ala Gly Lys Thr Leu Gin lie Phe Asn lie Glu Met Lys 
85 90 95 



Ser Lys Met Lys Ala His Thr Met Thr Asp Asp Val Thr Phe Trp Lys 
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100 105 110 



Trp lie Ser Leu Asn Thr Val Ala Leu Val Thr Asp Asn Ala Val Tyr 
115 120 125 



His Trp Ser Met Glu Gly Glu Ser Gin Pro Val Lys Met Phe Asp Arg 
130 135 140 



His Ser Ser Leu Ala Gly Cys Gin lie lie Asn Tyr Arg Thr Asp Ala 
145 150 155 160 



Lys Gin Lys Trp Leu Leu Leu Thr Gly lie Ser Ala Gin Gin Asn Arg 
165 170 175 



Val Val Gly Ala Met Gin Leu Tyr Ser Val Asp Arg Lys Val Ser Gin 
180 185 190 



Pro lie Glu Gly His Ala Ala Ser Phe Ala Gin Phe Lys Met Glu Gly 
195 200 205 



Asn Ala Glu Glu Ser Thr Leu Phe Cys Phe Ala Val Arg Gly Gin Ala 
210 215 220 



Gly Gly Lys Leu His lie lie Glu Val Gly Thr Pro Pro Thr Gly Asn 
225 230 235 240 



Gin Pro Phe Pro Lys Lys Ala Val Asp Val Phe Phe Pro Pro Glu Ala 
245 250 255 



Gin Asn Asp Phe Pro Val Ala Met Gin lie Ser Glu Lys His Asp Val 
260 265 270 



Val Phe Leu lie Thr Lys Tyr Gly Tyr lie His Leu Tyr Asp Leu Glu 
275 280 285 



Thr Gly Thr Cys lie Tyr Met Asn Arg lie Ser Gly Glu Thr lie Phe 
290 295 300 



Val Thr Ala Pro His Glu Ala Thr Ala Gly He He Gly Val Asn Arg 
305 310 315 320 



Lys Gly Gin Val Leu Ser Val Cys Val Glu Glu Glu Asn lie He Pro 
325 330 335 



Tyr He Thr Asn Val Leu Gin Asn Pro Asp Leu Ala Leu Arg Met Ala 
340 345 350 
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Val Arg Asn Asn Leu Ala Gly Ala Glu Glu Leu.Phe Ala Arg Lys Phe 
355 360 365 



Asn Ala Leu Phe Ala Gin Gly Asn Tyr Ser Glu Ala Ala Lys Val Ala 
370 375 380 



Ala Asn Ala Pro Lys Gly lie Leu Arg Thr Pro Asp Thr lie Arg Arg 
385 390 395 400 



Phe Gin Ser Val Pro Ala Gin Pro Gly Gin Thr Ser Pro Leu Leu Gin 
405 410 415 



Tyr Phe Gly lie Leu Leu Asp Gin Gly Gin Leu Asn Lys Tyr Glu Ser 
420 425 430 



Leu Glu Leu Cys Arg Pro Val Leu Gin Gin Gly Arg Lys Gin Leu Leu 
435 440 445 



Glu Lys Trp Leu Lys Glu Asp Lys Leu Glu Cys Ser Glu Glu Leu Gly 
450 455 460 



Asp Leu Val Lys Ser Val Asp Pro Thr Leu Ala Leu Ser Val Tyr Leu 
465 470 475 480 



Arg Ala Asn Val Pro Asn Lys Val lie Gin Cys Phe Ala Glu Thr Gly 
485 490 495 



Gin Val Gin Lys lie Val Leu Tyr Ala Lys Lys Val Gly Tyr Thr Pro 
500 505 510 



Asp Trp lie Phe Leu Leu Arg Asn Val Met Arg lie Ser Pro Asp Gin 
515 52 0 52 5 



Gly Gin Gin Phe Ala Gin Met Leu Val Gin Asp Glu Glu Pro Leu Ala 
530 535 540 



Asp He Thr Gin He Val Asp Val Phe Met Glu Tyr Asn Leu He Gin 
545 550 555 560 



Gin Cys Thr Ala Phe Leu Leu Asp Ala Leu Lys Asn Asn Arg Pro Ser 
565 570 575 



Glu Gly Pro Leu Gin Thr Arg Leu Leu Glu Met Asn Leu Met His Ala 
580 585 590 
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Pro Gin Val Ala Asp Ala lie Leu Gly Asn Gin Met Phe Thr His Tyr 
595 600 605 



Asp Arg Ala His lie Ala Gin Leu Cys Glu Lys Ala Gly Leu Leu Gin 
610 615 620 



Arg Ala Leu Glu His Phe Thr Asp Leu Tyr Asp lie Lys Arg Ala Val 
625 630 635 640 



Val His Thr His Leu Leu Asn Pro Glu Trp Leu Val Asn Tyr Phe Gly 
645 650 655 



Ser Leu Ser Val Glu Asp Ser Leu Glu Cys Leu Arg Ala Met Leu Ser 
660 665 670 



Ala Asn lie Arg Gin Asn Leu Gin lie Cys Val Gin Val Ala Ser Lys 
675 680 685 



Tyr His Glu Gin Leu Ser Thr Gin Ser Leu lie Glu Leu Phe Glu Ser 
690 695 700 



Phe Lys Ser Phe Glu Gly Leu Phe Tyr Phe Leu Gly Ser lie Val Asn 
705 710 715 720 



Phe Ser Gin Asp Pro Asp Val His Phe Lys Tyr lie Gin Ala Ala Cys 
725 730 735 



Lys Thr Gly Gin lie Lys Glu Val Glu Arg lie Cys Arg Glu Ser Asn 
740 745 750 



Cys Tyr Asp Pro Glu Arg Val Lys Asn Phe Leu Lys Glu Ala Lys Leu 
755 760 765 



Thr Asp Gin Leu Pro Leu lie lie Val Cys Asp Arg Phe Asp Phe Val 
770 775 780 



His Asp Leu Val Leu Tyr Leu Tyr Arg Asn Asn Leu Gin Lys Tyr lie 
785 790 795 800 



Glu lie Tyr Val Gin Lys Val Asn Pro Ser Arg Leu Pro Val Val lie 
805 810 815 



Gly Gly Leu Leu Asp Val Asp Cys Ser Glu Asp Val lie Lys Asn Leu 
820 825 830 
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Ile Leu Val Val Arg Gly Gin Phe Ser Thr Asp Glu Leu Val Ala Glu 
835 840 845 



Val Glu Lys Arg Asn Arg Leu Lys Leu Leu Leu Pro Trp Leu Glu Ala 
850 855 860 



Arg lie His Glu Gly Cys Glu Glu Pro Ala Thr His Asn Ala Leu Ala 
865 870 875 880 



Lys lie Tyr lie Asp Ser Asn Asn Asn Pro Glu Arg Phe Leu Arg Glu 
885 890 895 



Asn Pro Tyr Tyr Asp Ser Arg Val Val Gly Lys Tyr Cys Glu Lys Arg 
900 905 910 



Asp Pro His Leu Ala Cys Val Ala Tyr Glu Arg Gly Gin Cys Asp Leu 
915 920 925 



Glu Leu lie Asn Val Cys Asn Glu Asn Ser Leu Phe Lys Ser Leu Ser 
930 935 940 



Arg Tyr Leu Val Arg Arg Lys Asp Pro Glu Leu Trp Gly Ser Val Leu 
945 950 955 960 



Leu Glu Ser Asn Pro Tyr Arg Arg Pro Leu lie Asp Gin Val Val Gin 
965 970 975 



Thr Ala Leu Ser Glu Thr Gin Asp Pro Glu Glu Val Ser Val Thr Val 
980 985 990 



Lys Ala Phe Met Thr Ala Asp Leu Pro Asn Glu Leu lie Glu Leu Leu 
995 1000 1005 



Glu Lys lie Val Leu Asp Asn Ser Val Phe Ser Glu His Arg Asn 
1010 1015 1020 



Leu Gin Asn Leu Leu lie Leu Thr Ala lie Lys Ala Asp Arg Thr 
1025 1030 1035 



Arg Val Met Glu Tyr lie Asn Arg Leu Asp Asn Tyr Asp Ala Pro 
1040 1045 1050 



Asp lie Ala Asn lie Ala lie Ser Asn Glu Leu Phe Glu Glu Ala 
1055 1060 1065 



Phe Ala lie Phe Arg Lys Phe Asp Val Asn Thr Ser Ala Val Gin 
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1070 1075 1080 



Val Leu lie Glu His lie Gly Asn Leu Asp Arg Ala Tyr Glu Phe 
1085 1090 1095 



Ala Glu Arg Cys Asn Glu Pro Ala Val Trp Ser Gin Leu Ala Lys 
1100 1105 1110 



Ala Gin Leu Gin Lys Gly Met Val Lys Glu Ala lie Asp Ser Tyr 
1115 1120 1125 



lie Lys Ala Asp Asp Pro Ser Ser Tyr Met Glu Val Val Gin Ala 
1130 1135 1140 



Ala Asn Thr Ser Gly Asn Trp Glu Glu Leu Val Lys Tyr Leu Gin 
1145 1150 1155 



Met Ala Arg Lys Lys Ala Arg Glu Ser Tyr Val Glu Thr Glu Leu 
1160 1165 1170 



lie Phe Ala Leu Ala Lys Thr Asn Arg Leu Ala Glu Leu Glu Glu 
1175 1180 1185 



Phe lie Asn Gly Pro Asn Asn Ala His lie Gin Gin Val Gly Asp 
1190 1195 1200 



Arg Cys Tyr Asp Glu Lys Met Tyr Asp Ala Ala Lys Leu Leu Tyr 
1205 1210 1215 



Asn Asn Val Ser Asn Phe Gly Arg Leu Ala Ser Thr Leu Val His 
1220 1225 1230 



Leu Gly Glu Tyr Gin Ala Ala Val Asp Gly Ala Arg Lys Ala Asn 
1235 1240 1245 



Ser Thr Arg Thr Trp Lys Glu Val Cys Phe Ala Cys Val Asp Gly 
1250 1255 1260 



Lys Glu Phe Arg Leu Ala Gin Met Cys Gly Leu His lie Val Val 
1265 1270 1275 



His Ala Asp Glu Leu Glu Glu Leu lie Asn Tyr Tyr Gin Asp Arg 
1280 1285 1290 



Gly Tyr Phe Glu Glu Leu lie Thr Met Leu Glu Ala Ala Leu Gly 
1295 1300 1305 
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Leu Glu Arg Ala His Met Gly Met Phe Thr Glu Leu Ala lie Leu 
1310 1315 1320 



Tyr Ser Lys Phe Lys Pro Gin Lys Met Arg Glu His Leu Glu Leu 
1325 1330 1335 



Phe Trp Ser Arg Val Asn lie Pro Lys Val Leu Arg Ala Ala Glu 
1340 1345 1350 



Gin Ala His Leu Trp Ala Glu Leu Val Phe Leu Tyr Asp Lys Tyr 
1355 1360 1365 



Glu Glu Tyr Asp Asn Ala lie lie Thr Met Met Asn His Pro Thr 
1370 1375 1380 



Asp Ala Trp Lys Glu Gly Gin Phe Lys Asp lie lie Thr Lys Val 
1385 1390 1395 



Ala Asn Val Glu Leu Tyr Tyr Arg Ala lie Gin Phe Tyr Leu Glu 
1400 1405 1410 



Phe Lys Pro Leu Leu Leu Asn Asp Leu Leu Met Val Leu Ser Pro 
1415 1420 1425 



Arg Leu Asp His Thr Arg Ala Val Asn Tyr Phe Ser Lys Val Lys 
1430 1435 1440 



Gin Leu Pro Leu Val Lys Pro Tyr Leu Arg Ser Val Gin Asn His 
1445 1450 1455 



Asn Asn Lys Ser Val Asn Glu Ser Leu Asn Asn Leu Phe lie Thr 
1460 1465 1470 



Glu Glu Asp Tyr Gin Ala Leu Arg Thr Ser lie Asp Ala Tyr Asp 
1475 1480 1485 



Asn Phe Asp Asn lie Ser Leu Ala Gin Arg Leu Glu Lys His Glu 
1490 1495 1500 



Leu lie Glu Phe Arg Arg lie Ala Ala Tyr Leu Phe Lys Gly Asn 
1505 1510 1515 



Asn Arg Trp Lys Gin Ser Val Glu Leu Cys Lys Lys Asp Ser Leu 
1520 1525 1530 



-78- 



Tyr Lys Asp Ala Met Gin Tyr Ala Ser Glu Ser Lys Asp Thr Glu 
1535 1540 1545 



Leu Ala Glu Glu Leu Leu Gin Trp Phe Leu Gin Glu Glu Lys Arg 
1550 1555 1560 



Glu Cys Phe Gly Ala Cys Leu Phe Thr Cys Tyr Asp Leu Leu Arg 
1565 1570 1575 



Pro Asp Val Val Leu Glu Thr Ala Trp Arg His Asn lie Met Asp 
1580 1585 1590 



Phe Ala Met Pro Tyr Phe lie Gin Val Met Lys Glu Tyr Leu Thr 
1595 1600 1605 



Lys Val Asp Lys Leu Asp Ala Ser Glu Ser Leu Arg Lys Glu Glu 
1610 1615 1620 



Glu Gin Ala Thr Glu Thr Gin Pro lie Val Tyr Gly Gin Pro Gin 
1625 1630 1635 



Leu Met Leu Thr Ala Gly Pro Ser Val Ala Val Pro Pro Gin Ala 
1640 1645 1650 



Pro Phe Gly Tyr Gly Tyr Thr Ala Pro Pro Tyr Gly Gin Pro Gin 
1655 1660 1665 



Pro Gly Phe Gly Tyr Ser Met 
1670 1675 



<210> 35 

<211> 5028 

<212> DNA 

<213> Homo sapiens 

<400> 35 

atggcccaga ttctgccaat tcgttttcag gagcatctcc agctccagaa cctgggtatc 60 

aacccagcaa acattggctt cagtaccctg actatggagt ctgacaaatt catctgcatt 120 

agagaaaaag taggagagca ggcccaggtg gtaatcattg atatgaatga cccaagtaat 18 0 

ccaattcgaa gaccaatttc agcagacagc gccatcatga atccagctag caaagtaatt 240 

gcactgaaag ctgggaaaac tcttcagatt tttaacattg aaatgaaaag taaaatgaag 300 

gctcatacca tgactgatga tgtcaccttt tggaaatgga tctctttgaa tacggttgct 360 

cttgttacgg ataatgcagt ttatcactgg agtatggaag gagagtctca gccagtgaaa 420 
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atgtttgatc 


gccattctag 


ccttgcaggg 


tgccagatta 


tcaattaccg 


tacagatgca 


480 


aaacaaaagt 


ggttacttct 


gactggtata 


tctgcacagc 


aaaatcgtgt 


ggtgggagct 


540 


atgcagctat 


attctgtaga 


taggaaagtg 


tctcagccca 


ttgaaggaca 


tgcagctagc 


600 


tttgcacagt 


ttaagatgga 


aggaaatgca 


gaagaatcaa 


cgttattttg 


ttttgcagtt 


660 


cggggccaag 


ctggagggaa 


gttacatatt 


attgaagttg 


gcacaccacc 


tacagggaac 


720 


cagccctttc 


caaagaaggc 


agtggatgtc 


ttctttcctc 


cagaagcaca 


aaatgatttt 


780 


cctgttgcaa 


tgcagatcag 


tgaaaagcat 


gatgtggtgt 


tcttgataac 


caagtatggt 


840 


tatatccacc 


tctatgatct 


tgagactggt 


acctgcatct 


acatgaatag 


aatcagtgga 


900 


gaaacaattt 


ttgttactgc 


acctcatgaa 


gccacagctg 


gaataattgg 


agtaaacaga 


960 


aagggacaag 


ttctgtcagt 


gtgtgtggaa 


gaagaaaaca 


taattcctta 


catcaccaat 


1020 


gttctacaaa 


atcctgattt 


ggctctgaga 


atggctgtac 


gtaataactt 


agccggtgct 


1080 


gaagaactct 


ttgcccggaa 


atttaatgct 


ctttttgccc 


agggaaatta 


ctcggaggca 


1140 


gcaaaggtgg 


ctgctaatgc 


accaaaggga 


attcttcgta 


ctccagacac 


tatccgtcgg 


1200 


ttccagagtg 


tcccagccca 


gccaggtcaa 


acttctcctc 


tacttcagta 


ctttggtatc 


1260 


cttttggacc 


agggacagct 


caacaaatac 


gaatccttag 


agctttgtag 


gcctgtactt 


1320 


cagcaagggc 


gaaaacagct 


tttggagaaa 


tggttaaaag 


aagataagct 


ggaatgttct 


1380 


gaagaactgg 


gtgatcttgt 


gaaatctgtg 


gaccctacat 


tggcacttag 


tgtgtaccta 


1440 


agggctaacg 


tcccaaataa 


agtcattcag 


tgctttgcag 


aaacaggtca 


agtccaaaag 


1500 


attgttttat 


atgctaaaaa 


agttggatac 


actccagatt 


ggatatttct 


gctgagaaat 


1560 


gtaatgcgaa 


tcagtccaga 


tcagggacag 


cagtttgccc 


aaatgttagt 


tcaagatgaa 


1620 


gagcctcttg 


ctgacatcac 


acagattgta 


gatgtcttta 


tggaatacaa 


tctaattcag 


1680 


cagtgtactg 


cattcttgct 


tgatgctctg 


aagaataatc 


gcccatctga 


aggtccttta 


1740 


cagacgcggt 


tacttgagat 


gaaccttatg 


catgcgcctc 


aagttgcaga 


tgctattcta 


1800 


ggcaatcaga 


tgttcacaca 


ttatgaccgg 


gctcatattg 


ctcaactgtg 


tgaaaaggct 


1860 


ggcctactgc 


agcgtgcatt 


agaacatttc 


actgatttat 


atgatataaa 


acgtgcagtg 


1920 


gttcacaccc 


atcttcttaa 


ccctgagtgg 


ttagtcaact 


actttggttc 


cttatcagta 


1980 


gaagactccc 


tagaatgtct 


cagagccatg 


ctgtctgcca 


acatccgtca 


gaatctgcag 


2040 




dyy t.ggcc tc 


f- 3 3 2 f- ^ f" a f— 




caac ucaguc 


Lccgac ugaa 


1 1 Aft 


ctttttgaat 


ctttcaagag 


ttttgaaggt 


ctcttttatt 


ttctgggatc 


cattgttaac 


2160 


tttagccagg 


acccagatgt 


gcactttaaa 


tatattcagg 


cagcttgcaa 


gactgggcaa 


2220 


atcaaagaag 


tagaaagaat 


ctgtagagaa 


agcaactgct 


acgatcctga 


gcgagtcaag 


2280 
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aattttctta aggaagcaaa actaacagat cagctaccac ttatcattgt gtgtgatcga 2340 

tttgactttg tccatgattt ggtgctctat ttatatagaa ataatcttca aaagtatata 2400 

gagatatatg tacagaaggt gaatccaagt cgacttcctg tagttattgg aggattactt 2460 

gatgttgact gttctgaaga tgtcataaaa aacttgattc ttgttgtaag aggtcaattc 2520 

tctactgatg agcttgttgc tgaggttgaa aaaagaaaca gattgaaact gcttctgcct 2580 

tggctagagg ccagaattca tgagggctgt gaggagcctg ctactcacaa tgccttagcc 2640 

aaaatctaca tagacagtaa taacaacccg gagagatttc ttcgtgaaaa tccctactat 2700 

gacagtcgcg ttgttggaaa gtattgtgag aagagagatc cacatctggc ctgtgttgct 2760 

tatgaacgtg gccaatgtga tctggaactt attaatgttt gcaatgagaa ttccctcttc 2820 

aaaagtcttt ctcgctacct ggtacgtcga aaggatccag aattgtgggg cagcgtgctg 2880 

ctggaaagca atccttacag gagaccccta attgaccagg ttgtacaaac agctttgtct 2940 

gagactcagg accctgaaga agtgtcagta actgtaaagg ctttcatgac tgcagacctt 3000 

cctaatgaac tcattgaact gctggagaaa attgtccttg ataactctgt attcagtgaa 3060 

cacaggaatc tgcaaaacct ccttatcctc actgcaatta aggctgaccg tacacgtgtt 3120 

atggagtata ttaaccgcct ggataattat gatgccccag atattgccaa tatcgccatc 3180 

agcaatgagc tgtttgaaga agcatttgcc attttccgga aatttgatgt caatacttca 3240 

gcagttcagg tcttaattga gcatattgga aacttggatc gggcatatga gtttgctgaa 3300 

cgttgcaatg aacctgcggt ctggagtcaa cttgcaaaag cccagttgca gaaaggaatg 3360 

gtgaaagaag ccattgattc ttatatcaaa gcagatgatc cttcctccta catggaagtt 3420 

gttcaggctg ccaatactag tggaaactgg gaagaactgg tgaagtactt gcagatggcc 3480 

cgtaagaagg ctcgagagtc ctatgtggag acagaactga tattcgcact ggctaaaaca 3540 

aaccgccttg cagagttaga agaatttatc aatggaccaa ataatgctca tatccaacaa 3600 

gttggtgacc gttgttatga tgaaaaaatg tatgatgctg ctaagttgtt gtacaataat 3660 

gtttccaatt ttggacgttt ggcatctacc ctggttcacc tgggtgaata tcaggcagct 3720 

gttgatgggg ctaggaaagc taacagtact cgaacatgga aagaggtctg cttcgcctgt 3780 

gtagatggga aagaattccg tcttgctcag atgtgtggac ttcatattgt tgtacatgca 3840 

gatgaattag aagaacttat caactactat caggatcgtg gctattttga agagctgatc 3900 

accatgttgg aagcagcact gggacttgag cgagctcaca tgggaatgtt tactgaatta 3960 

gctattctat actctaaatt taagcctcag aaaatgaggg agcacctgga gctgttctgg 4020 

tctagagtga atattcccaa ggtgctaaga gctgcagaac aagctcatct ttgggcagaa 4080 
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ctggtgtttt 


tgtatgacaa 


gtatgaagaa 


tatgataatg 


ccataattac 


catgatgaat 


4140 


catccaactg 


atgcctggaa 


agaagggcaa 


ttcaaagata 


tcattaccaa 


ggttgccaat 


4200 


gtggaactat 


actacagagc 


aatacagttc 


tacttagaat 


tcaagcctct 


gttgttaaat 


4260 


gatttgctga 


tggtgctgtc 


tccacggttg 


gatcacactc 


gtgcagtcaa 


ttatttcagc 


4320 


aaggttaaac 


agctaccact 


ggtgaaaccg 


tatttgcgtt 


cagttcagaa 


ccataacaac 


4380 


aaatctgtga 


atgaatcatt 


gaacaatctt 


tttattacag 


aagaagatta 


tcaggctctg 


4440 


cgaacatcaa 


tagatgctta 


tgacaacttt 


gacaatatct 


cgcttgctca 


gcgtttggaa 


4500 


aaacatgaac 


tcattgagtt 


caggagaatt 


gctgcttatc 


tcttcaaagg 


caacaatcgc 


4560 


tggaaacaga 


gtgtagagct 


gtgcaagaaa 


gacagccttt 


acaaggatgc 


aatgcagtat 


4620 


gcttctgaat 


ctaaagatac 


tgaattggct 


gaagaactcc 


tgcagtggtt 


tttgcaggaa 


4680 


gaaaaaagag 


agtgctttgg 


agcttgtctg 


tttacctgtt 


acgatctttt 


aaggccagat 


4740 


gtcgtcctag 


aaactgcatg 


gaggcacaat 


atcatggatt 


ttgccatgcc 


ctatttcatc 


4800 


caggtcatga 


aggagtactt 


gacaaaggtg 


gataaattag 


atgcttcaga 


atcactgaga 


4860 


aaagaagaag 


aacaagctac 


agagacacaa 


cccattgttt 


atggtcagcc 


ccagttgatg 


4920 


ctgacagcag 


gacccagtgt 


tgccgtccct 


ccccaggcac 


cttttggtta 


tggttatacc 


4980 


gcaccaccgt 


atggacagcc 


acagcctggc 


tttgggtaca 


gcatgtga 




5028 
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<400> 36 














Met Ser Ala 
1 


Ala Asp Glu Val Asp Gly Leu Gly 
5 10 


Val Ala Arg 


Pro His 
15 




Tyr* Gly Ser 


Val Leu Asp Asn Glu Arg Leu Thr 
20 25 


Ala Glu Glu 
30 


Met Asp 




Glu Arg Arg 
35 


Arg Gin Asn Val Ala Tyr Glu Tyr 
40 


Leu Cys His 
45 


Leu Glu 




Glu Ala Lys 
50 


Arg Trp Met Glu Ala Cys Leu Gly 
55 


Glu Asp Leu 
60 


Pro Pro 




Thr Thr Glu 
65 


Leu Glu Glu Gly Leu Arg Asn Gly 
70 75 


Val Tyr Leu 


Ala Lys 
80 




Leu Gly Asn 


Phe Phe Ser Pro Lys Val Val Ser 


Leu Lys Lys 


lie Tyr 
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85 90 95 



Asp Arg Glu Gin Thr Arg Tyr Lys Ala Thr Gly Leu His Phe Arg His 
100 105 110 



Thr Asp Asn Val lie Gin Trp Leu Asn Ala Met Asp Glu lie Gly Leu 
115 120 125 



Pro Lys lie Phe Tyr Pro Glu Thr Thr Asp lie Tyr Asp Arg Lys Asn 
130 135 140 



Met Pro Arg Cys lie Tyr Cys lie His Ala Leu Ser Leu Tyr Leu Phe 
145 150 155 160 



Lys Leu Gly Leu Ala Pro Gin lie Gin Asp Leu Tyr Gly Lys Val Asp 
165 170 175 



Phe Thr Glu Glu Glu lie Asn Asn Met Lys Thr Glu Leu Glu Lys Tyr 
180 185 190 



Gly He Gin Met Pro Ala Phe Ser Lys He Gly Gly He Leu Ala Asn 
195 200 205 



Glu Leu Ser Val Asp Glu Ala Ala Leu His Ala Ala Val He Ala He 
210 215 220 



Asn Glu Ala He Asp Arg Arg He Pro Ala Asp Thr Phe Ala Ala Leu 
225 230 235 240 



Lys Asn Pro Asn Ala Met Leu Val Asn Leu Glu Glu Pro Leu Ala Ser 
245 250 255 



Thr Tyr Gin Asp He Leu Tyr Gin Ala Lys Gin Asp Lys Met Thr Asn 
260 265 270 



Ala Lys Asn Arg Thr Glu Asn Ser Glu Arg Glu Arg Asp Val Tyr Glu 
275 280 285 



Glu Leu Leu Thr Gin Ala Glu He Gin Gly Asn He Asn Lys Val Asn 
290 295 300 



Thr Phe Ser Ala Leu Ala Asn He Asp Leu Ala Leu Glu Gin Gly Asp 
305 310 315 320 



Ala Leu Ala Leu Phe Arg Ala Leu Gin Ser Pro Ala Leu Gly Leu Arg 
325 330 335 
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Gly Leu Gin Gin Gin Asn Ser Asp Trp Tyr Leu Lys Gin Leu Leu Ser 
340 345 350 



Asp Lys Gin Gin Lys Arg Gin Ser Gly Gin Thr Asp Pro Leu Gin Lys 
355 360 365 



Glu Glu Leu Gin Ser Gly Val Asp Ala Ala Asn Ser Ala Ala Gin Gin 
370 375 380 



Tyr Gin Arg Arg Leu Ala Ala Val Ala Leu lie Asn Ala Ala lie Gin 
385 390 395 400 



Lys Gly Val Ala Glu Lys Thr Val Leu Glu Leu Met Asn Pro Glu Ala 
405 410 415 



Gin Leu Pro Gin Val Tyr Pro Phe Ala Ala Asp Leu Tyr Gin Lys Glu 
420 425 430 



Leu Ala Thr Leu Gin Arg Gin Ser Pro Glu His Asn Leu Thr His Pro 
435 440 445 



Glu Leu Ser Val Ala Val Glu Met Leu Ser Ser Val Ala Leu lie Asn 
450 455 460 



Arg Ala Leu Glu Ser Gly Asp Val Asn Thr Val Trp Lys Gin Leu Ser 
465 470 475 480 



Ser Ser Val Thr Gly Leu Thr Asn lie Glu Glu Glu Asn Cys Gin Arg 
485 490 495 



Tyr Leu Asp Glu Leu Met Lys Leu Lys Ala Gin Ala His Ala Glu Asn 
500 505 510 



Asn Glu Phe lie Thr Trp Asn Asp lie Gin Ala Cys Val Asp His Val 
515 520 525 



Asn Leu Val Val Gin Glu Glu His Glu Arg lie Leu Ala lie Gly Leu 
530 535 540 



lie Asn Glu Ala Leu Asp Glu Gly Asp Ala Gin Lys Thr Leu Gin Ala 
545 550 555 560 



Leu Gin lie Pro Ala Ala Lys Leu Glu Gly Val Leu Ala Glu Val Ala 
565 570 575 
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Gln His Tyr Gin Asp Thr Leu lie Arg Ala Lys Arg Glu Lys Ala Gin 
580 585 590 



Glu lie Gin Asp Glu Ser Ala Val Leu Trp Leu Asp Glu lie Gin Gly 
595 600 " 605 



Gly lie Trp Gin Ser Asn Lys Asp Thr Gin Glu Ala Gin Lys Phe Ala 
610 615 620 



Leu Gly He Phe Ala He Asn Glu Ala Val Glu Ser Gly Asp Val Gly 
625 630 635 640 



Lys Thr Leu Ser Ala Leu Arg Ser Pro Asp Val Gly Leu Tyr Gly Val 
645 650 655 



He Pro Glu Cys Gly Glu Thr Tyr His Ser Asp Leu Ala Glu Ala Lys 
660 665 670 



Lys Lys Lys Leu Ala Val Gly Asp Asn Asn Ser Lys Trp Val Lys His 
675 680 685 



Trp Val Lys Gly Gly Tyr Tyr Tyr Tyr His Asn Leu Glu Thr Gin Glu 
690 695 700 



Gly Gly Trp Asp Glu Pro Pro Asn Phe Val Gin Asn Ser Met Gin Leu 
705 710 715 720 



Ser Arg Glu Glu He Gin Ser Ser He Ser Gly Val Thr Ala Ala Tyr 
725 730 735 



Asn Arg Glu Gin Leu Trp Leu Ala Asn Glu Gly Leu He Thr Arg Leu 
740 745 750 



Gin Ala Arg Cys Arg Gly Tyr Leu Val Arg Gin Glu Phe Arg Ser Arg 
755 760 765 



Met Asn Phe Leu Lys Lys Gin He Pro Ala He Thr Cys He Gin Ser 
770 775 780 



Gin Trp Arg Gly Tyr Lys Gin Lys Lys Ala Tyr Gin Asp Arg Leu Ala 
785 790 795 800 



Tyr Leu Arg Ser His Lys Asp Glu Val Val Lys He Gin Ser Leu Ala 
805 810 815 
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Arg Met His Gin Ala Arg Lys Arg Tyr Arg Asp Arg Leu Gin Tyr Phe 
820 825 830 



Arg Asp His lie Asn Asp lie lie Lys lie Gin Ala Phe lie Arg Ala 
835 840 845 



Asn Lys Ala Arg Asp Asp Tyr Lys Thr Leu lie Asn Ala Glu Asp Pro 
850 855 860 



Pro Met Val Val Val Arg Lys Phe Val His Leu Leu Asp Gin Ser Asp 
865 870 875 880 



Gin Asp Phe Gin Glu Glu Leu Asp Leu Met Lys Met Arg Glu Glu Val 
885 890 895 



lie Thr Leu lie Arg Ser Asn Gin Gin Leu Glu Asn Asp Leu Asn Leu 
900 905 910 



Met Asp lie Lys lie Gly Leu Leu Val Lys Asn Lys lie Thr Leu Gin 
915 920 925 



Asp Val Val Ser His Ser Lys Lys Leu Thr Lys Lys Asn Lys Glu Gin 
930 935 940 



Leu Ser Asp Met Met Met lie Asn Lys Gin Lys Gly Gly Leu Lys Ala 
945 950 955 960 



Leu Ser Lys Glu Lys Arg Glu Lys Leu Glu Ala Tyr Gin His Leu Phe 
965 970 975 



Tyr Leu Leu Gin Thr Asn Pro Thr Tyr Leu Ala Lys Leu lie Phe Gin 
980 985 990 



Met Pro Gin Asn Lys Ser Thr Lys Phe Met Asp Ser Val lie Phe Thr 
995 1000 1005 



Leu Tyr Asn Tyr Ala Ser Asn Gin Arg Glu Glu Tyr Leu Leu Leu 
1010 1015 1020 



Arg Leu Phe Lys Thr Ala Leu Gin Glu Glu lie Lys Ser Lys Val 
1025 1030 1035 



Asp Gin lie Gin Glu lie Val Thr Gly Asn Pro Thr Val lie Lys 
1040 1045 1050 



Met Val Val Ser Phe Asn Arg Gly Ala Arg Gly Gin Asn Ala Leu 
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1055 1060 1065 



Arg Gin lie Leu Ala Pro Val Val Lys Glu lie Met Asp Asp Lys 
1070 1075 1080 



Ser Leu Asn lie Lys Thr Asp Pro Val Asp lie Tyr Lys Ser Trp 
1085 1090 1095 



Val Asn Gin Met Glu Ser Gin Thr Gly Glu Ala Ser Lys Leu Pro 
1100 1105 1110 



Tyr Asp Val Thr Pro Glu Gin Ala Leu Ala His Glu Glu Val Lys 
1115 1120 1125 



Thr Arg Leu Asp Ser Ser lie Arg Asn Met Arg Ala Val Thr Asp 
1130 1135 1140 



Lys Phe Leu Ser Ala lie Val Ser Ser Val Asp Lys lie Pro Tyr 
1145 1150 1155 



Gly Met Arg Phe lie Ala Lys Val Leu Lys Asp Ser Leu His Glu 
1160 1165 1170 



Lys Phe Pro Asp Ala Gly Glu Asp Glu Leu Leu Lys lie lie Gly 
1175 1180 1185 



Asn Leu Leu Tyr Tyr Arg Tyr Met Asn Pro Ala lie Val Ala Pro 
1190 1195 1200 



Asp Ala Phe Asp lie lie Asp Leu Ser Ala Gly Gly Gin Leu Thr 
1205 1210 1215 



Thr Asp Gin Arg Arg Asn Leu Gly Ser lie Ala Lys Met Leu Gin 
1220 1225 1230 



His Ala Ala Ser Asn Lys Met Phe Leu Gly Asp Asn Ala His Leu 
1235 1240 1245 



Ser lie lie Asn Glu Tyr Leu Ser Gin Ser Tyr Gin Lys Phe Arg 
1250 . 1255 1260 



Arg Phe Phe Gin Thr Ala Cys Asp Val Pro Glu Leu Gin Asp Lys 
1265 1270 1275 



Phe Asn Val Asp Glu Tyr Ser Asp Leu Val Thr Leu Thr Lys Pro 
1280 1285 1290 
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Val lie Tyr lie Ser lie Gly Glu He He Asn Thr His Thr Leu 
1295 1300 1305 



Leu Leu Asp His Gin Asp Ala He Ala Pro Glu His Asn Asp Pro 
1310 1315 1320 



He His Glu Leu Leu Asp Asp Leu Gly Glu Val Pro Thr He Glu 
1325 1330 1335 



Ser Leu He Gly Glu Ser Ser Gly Asn Leu Asn Asp Pro Asn Lys 
1340 1345 1350 



Glu Ala Leu Ala Lys Thr Glu Val Ser Leu Thr Leu Thr Asn Lys 
1355 1360 1365 



Phe Asp Val Pro Gly Asp Glu Asn Ala Glu Met Asp Ala Arg Thr 
1370 1375 1380 



He Leu Leu Asn Thr Lys Arg Leu He Val Asp Val He Arg Phe 
1385 1390 1395 



Gin Pro Gly Glu Thr Leu Thr Glu He Leu Glu Thr Pro Ala Thr 
1400 1405 1410 



Ser Glu Gin Glu Ala Glu His Gin Arg Ala Met Gin Arg Arg Ala 
1415 1420 1425 



lie Arg Asp Ala Lys Thr Pro Asp Lys Met Lys Lys Ser Lys Ser 
1430 1435 1440 



Val Lys Glu Asp Ser Asn Leu Thr Leu Gin Glu Lys Lys Glu Lys 
1445 1450 1455 



He Gin Thr Gly Leu Lys Lys Leu Thr Glu Leu Gly Thr Val Asp 
1460 1465 1470 



Pro Lys Asn Lys Tyr Gin Glu Leu He Asn Asp He Ala Arg Asp 
1475 1480 1485 



He Arg Asn Gin Arg Arg Tyr Arg Gin Arg Arg Lys Ala Glu Leu 
1490 1495 1500 



Val Lys Leu Gin Gin Thr Tyr Ala Ala Leu Asn Ser Lys Ala Thr 
1505 1510 1515 
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Phe Tyr Gly Glu Gin Val Asp Tyr Tyr Lys Ser Tyr lie Lys Thr 
1520 1525 1530 



Cys Leu Asp Asn Leu Ala Ser Lys Gly Lys Val Ser Lys Lys Pro 
1535 1540 1545 



Arg Glu Met Lys Gly Lys Lys Ser Lys Lys lie Ser Leu Lys Tyr 
1550 1555 1560 



Thr Ala Ala Arg Leu His Glu Lys Gly Val Leu Leu Glu lie Glu 
1565 1570 1575 



Asp Leu Gin Val Asn Gin Phe Lys Asn Val lie Phe Glu lie Ser 
1580 1585 1590 



Pro Thr Glu Glu Val Gly Asp Phe Glu Val Lys Ala Lys Phe Met 
1595 1600 1605 



Gly Val Gin Met Glu Thr Phe Met Leu His Tyr Gin Asp Leu Leu 
1610 1615 1620 



Gin Leu Gin Tyr Glu Gly Val Ala Val Met Lys Leu Phe Asp Arg 
1625 1630 1635 



Ala Lys Val Asn Val Asn Leu Leu lie Phe Leu Leu Asn Lys Lys 
1640 1645 1650 



Phe Tyr Gly Lys 
1655 



<210> 37 

<211> 4974 

<212> DNA 

<213> Homo sapiens 

<400> 37 

atgtccgccg cagacgaggt tgacgggctg ggcgtggccc ggccgcacta tggctctgtc 60 

ctggataatg aaagacttac tgcagaggag atggatgaaa ggagacgtca gaacgtggct 12 0 

tatgagtacc tttgtcattt ggaagaagcg aagaggtgga tggaagcatg cctaggggaa 180 

gatctgcctc ccaccacaga actggaggag gggcttagga atggggtcta ccttgccaaa 240 

ctggggaact tcttctctcc caaagtagtg tccctgaaaa aaatctatga tcgagaacag 300 

accagataca aggcgactgg cctccacttt agacacactg ataatgtgat tcagtggttg 360 

aatgccatgg atgagattgg attgcctaag attttttacc cagaaactac agatatctat 420 
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gatcgaaaga 


acatgccaag 


atgtatctac 


tgtatccatg 


cactcagttt 


gtacctgttc 


480 


aagctaggcc 


tggcccctca 


gattcaagac 


ctatatggaa 


aggttgactt 


cacagaagaa 


540 


gaaatcaaca 


acatgaagac 


tgagttggag 


aagtatggca 


tccagatgcc 


tgcctttagc 


600 


aagattgggg 


gcatcttggc 


taatgaactg 


tcagtggatg 


aagccgcatt 


acatgctgct 


660 


gttattgcta 


ttaatgaagc 


tattgaccgt 


agaattccag 


ccgacacatt 


tgcagctttg 


720 


aaaaatccga 


atgccatgct 


tgtaaatctt 


gaagagccct 


tggcatccac 


ttaccaggat 


780 


atactttacc 


aggctaagca 


ggacaaaatg 


acaaatgcta 


aaaacaggac 


agaaaactca 


840 


gagagagaaa 


gagatgttta 


tgaggagctg 


ctcacgcaag 


ctgaaattca 


aggcaatata 


900 


aacaaagtca 


atacattttc 


tgcattagca 


aatatcgacc 


tggctttaga 


acaaggagat 


960 


gcactggcct 


tgttcagggc 


tctgcagtca 


ccagccctgg 


ggcttcgagg 


actgcagcaa 


1020 


cagaatagcg 


actggtactt 


gaagcagctc 


ctgagtgata 


aacagcagaa 


gagacagagt 


1080 


ggtcagactg 


accccctgca 


gaaggaggag 


ctgcagtctg 


gagtggatgc 


tgcaaacagt 


1140 


gctgcccagc 


aatatcagag 


aagattggca 


gcagtagcac 


tgattaatgc 


tgcaatccag 


1200 


aagggtgttg 


ctgagaagac 


tgttttggaa 


ctgatgaatc 


ccgaagccca 


gctgccccag 


1260 


gtgtatccat 


ttgccgccga 


tctctatcag 


aaggagctgg 


ctaccctgca 


gcgacaaagt 


1320 


cctgaacata 


atctcaccca 


cccagagctc 


tctgtcgcag 


tggagatgtt 


gtcatcggtg 


1380 


gccctgatca 


acagggcatt 


ggaatcagga 


gatgtgaata 


cagtgtggaa 


gcaattgagc 


1440 


agttcagtta 


ctggtcttac 


caatattgag 


gaagaaaact 


gtcagaggta 


tctcgatgag 


1500 


ttgatgaaac 


tgaaggctca 


ggcacatgca 


gagaataatg 


aattcattac 


atggaatgat 


1560 


atccaagctt 


gcgtggacca 


tgtgaacctg 


gtggtgcaag 


aggaacatga 


gaggatttta 


1620 


gccattggtt 


taattaatga 


agccctggat 


gaaggtgatg 


cccaaaagac 


tctgcaggcc 


1680 


ctacagattc 


ctgcagctaa 


acttgaggga 


gtccttgcag 


aagtggccca 


gcattaccaa 


1740 


gacacgctga 


ttagagcgaa 


gagagagaaa 


gcccaggaaa 


tccaggatga 


gtcagctgtg 


1800 


ttatggttgg 


atgaaattca 


aggtggaatc 


tggcagtcca 


acaaagacac 


ccaagaagca 


1860 


cagaagtttg 


ccttaggaat 


ctttgccatt 


aatgaggcag 


tagaaagtgg 


tgatgttggc 


1920 


aaaacactga 


gtgcccttcg 


ctcccctgat 


gttggcttgt 


atggagtcat 


ccctgagtgt 


1980 


ggtgaaactt 


accacagtga 


tcttgctgaa 


gccaagaaga 


aaaaactggc 


agtaggagat 


2040 


d d l_clclV».ctyv_cl 


ay tgggcgaa 


gcaccgggua 


aaagg uggac 




ccacaauccg 


Z Lsjk) 


gagacccagg 


aaggaggatg 


ggatgaacct 


ccaaattttg 


tgcaaaattc 


tatgcagctt 


2160 


tctcgggagg 


agatccagag 


ttctatctct 


ggggtgactg 


ccgcatataa 


ccgagaacag 


2220 


ctgtggctgg 


ccaatgaagg 


cctgatcacc 


aggctgcagg 


ctcgctgccg 


tggatactta 


2280 
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gttcgacagg 


aattccgatc 


caggatgaat 


ttcctgaaga 


aacaaatccc 


tgccatcacc 


2340 


tgcattcagt 


cacagtggag 


aggatacaag 


cagaagaagg 


catatcaaga 


tcggttagct 


2400 


tacctgcgct 


cccacaaaga 


tgaagttgta 


aagattcagt 


ccctggcaag 


gatgcaccaa 


2460 


gctcgaaagc 


gctatcgaga 


tcgcctgcag 


tacttccggg 


accatataaa 


tgacattatc 


2520 


aaaatccagg 


cttttattcg 


ggcaaacaaa 


gctcgggatg 


actacaagac 


tctcatcaat 


2580 


gctgaggatc 


ctcctatggt 


tgtggtccga 


aaatttgtcc 


acctgctgga 


ccaaagtgac 


2640 


caggattttc 


aggaggagct 


tgaccttatg 


aagatgcggg 


aagaggttat 


caccctcatt 


2700 


cgttctaacc 


agcagctgga 


gaatgacctc 


aatctcatgg 


atatcaaaat 


tggactgcta 


2760 


gtgaaaaata 


agattacgtt 


gcaggatgtg 


gtttcccaca 


gtaaaaaact 


taccaaaaaa 


2820 


aataaggaac 


agttgtctga 


tatgatgatg 


ataaataaac 


agaagggagg 


tctcaaggct 


2880 


ttgagcaagg 


agaagagaga 


gaagttggaa 


gcttaccagc 


acctgtttta 


tttattgcaa 


2940 


accaatccca 


cctatctggc 


caagctcatt 


tttcagatgc 


cccagaacaa 


gtccaccaag 


3000 


ttcatggact 


ctgtaatctt 


cacactctac 


aactacgcgt 


ccaaccagcg 


agaggagtac 


3060 


ctgctcctgc 


ggctctttaa 


gacagcactc 


caagaggaaa 


tcaagtcgaa 


ggtagatcag 


3120 


attcaagaga 


ttgtgacagg 


aaatcctacg 


gttattaaaa 


tggttgtaag 


tttcaaccgt 


3180 


ggtgcccgtg 


gccagaatgc 


cctgagacag 


atcttggccc 


cagtcgtgaa 


ggaaattatg 


3240 


gatgacaaat 


ctctcaacat 


caaaactgac 


cctgtggata 


tttacaaatc 


ttgggttaat 


3300 


cagatggagt 


ctcagacagg 


agaggcaagc 


aaactgccct 


atgatgtgac 


ccctgagcag 


3360 


gcgctagctc 


atgaagaagt 


gaagacacgg 


ctagacagct 


ccatcaggaa 


catgcgggct 


3420 


gtgacagaca 


agtttctctc 


agccattgtc 


agctctgtgg 


acaaaatccc 


ttatgggatg 


3480 


cgcttcattg 


ccaaagtgct 


gaaggactcg 


ttgcatgaga 


agttccctga 


tgctggtgag 


3540 


gatgagctgc 


tgaagattat 


tggtaacttg 


ctttattatc 


gatacatgaa 


tccagccatt 


3600 


gttgctcctg 


atgcctttga 


catcattgac 


ctgtcagcag 


gaggccagct 


taccacagac 


3660 


caacgccgaa 


atctgggctc 


cattgcaaaa 


atgcttcagc 


atgctgcttc 


caataagatg 


3720 


tttctgggag 


ataatgccca 


cttaagcatc 


attaatgaat 


atctttccca 


gtcctaccag 


3780 


aaattcagac 


ggtttttcca 


aactgcttgt 


gatgtcccag 


agcttcagga 


taaatttaat 


3840 


gtggatgagt 


actctgattt 


agtaaccctc 


accaaaccag 


taatctacat 


ttccattggt 


3900 


gaaatcatca 


acacccacac 


tctcctgttg 


gatcaccagg 


atgccattgc 


tccggagcac 


3960 


aatgatccaa 


tccacgaact 


gctggacgac 


ctcggcgagg 


tgcccaccat 


cgagtccctg 


4020 


ataggggaaa 


gctctggcaa 


tttaaatgac 


ccaaataagg 


aggcactggc 


taagacggaa 


4080 
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gtgtctctca 


ccctgaccaa 


caagttcgac 


gtgcctggag 


atgagaatgc 


agaaatggat 


4140 


gctcgaacca 


tcttactgaa 


tacaaaacgt 


ttaattgtgg 


atgtcatccg 


gttccagcca 


4200 


ggagagacct 


tgactgaaat 


cctagaaaca 


ccagccacca 


gtgaacagga 


agcagaacat 


4260 


cagagagcca 


tgcagagacg 


tgctatccgt 


gatgccaaaa 


cacctgacaa 


gatgaaaaag 


4320 


tcaaaatctg 


taaaggaaga 


cagcaacctc 


actcttcaag 


agaagaaaga 


gaagatccag 


4380 


acaggtttaa 


agaagctaac 


agagcttgga 


accgtggacc 


caaagaacaa 


ataccaggaa 


4440 


ctgatcaacg 


acattgccag 


ggatattcgg 


aatcagcgga 


ggtaccgaca 


gaggagaaag 


4500 


gccgaactag 


tgaaactgca 


acagacatac 


gctgctctga 


actctaaggc 


caccttttat 


4560 


ggggagcagg 


tggattacta 


taaaagctat 


atcaaaacct 


gcttggataa 


cttagccagc 


4620 


aagggcaaag 


tctccaaaaa 


gcctagggaa 


atgaaaggaa 


agaaaagcaa 


aaagatttct 


4680 


ctgaaatata 


cagcagcaag 


actacatgaa 


aaaggagttc 


ttctggaaat 


tgaggacctg 


4740 


caaataaatc 




tattatattt 




V-» d d \_ c*y udy a 


aoj-h rrri a cist c 
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ttcgaagtga 


aagccaaatt 


catgggagtt 


caaatggaga 


cttttatgtt 


acattatcag 


4860 


gacctgctgc 


agctacagta 


tgaaggagtt 


gcagtcatga 


aattatttga 


tagagctaaa 


4920 


gtaaatgtca 


acctcctgat 


cttccttctc 


aacaaaaagt 


tctacgggaa 


gtaa 


4974 



<210> 38 

<211> 724 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Met Pro Glu Glu Val His His Gly Glu Glu Glu Val Glu Thr Phe Ala 
15 10 15 

Phe Gin Ala Glu lie Ala Gin Leu Met Ser Leu lie lie Asn Thr Phe 
20 25 30 

Tyr Ser Asn Lys Glu lie Phe Leu Arg Glu Leu lie Ser Asn Ala Ser 
35 40 45 

Asp Ala Leu Asp Lys lie Arg Tyr Glu Ser Leu Thr Asp Pro Ser Lys 
50 55 60 

Leu Asp Ser Gly Lys Glu Leu Lys lie Asp lie lie Pro Asn Pro Gin 
65 70 75 80 



Glu Arg Thr Leu Thr Leu Val Asp Thr Gly lie Gly Met Thr Lys Ala 
85 90 95 
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Asp Leu lie Asn Asn Leu Gly Thr lie Ala Lys Ser Gly Thr Lys Ala 
100 105 110 



Phe Met Glu Ala Leu Gin Ala Gly Ala Asp lie Ser Met He Gly Gin 
115 120 125 



Phe Gly Val Gly Phe Tyr Ser Ala Tyr Leu Val Ala Glu Lys Val Val 
130 135 140 



Val He Thr Lys His Asn Asp Asp Glu Gin Tyr Ala Trp Glu Ser Ser 
145 150 155 160 



Ala Gly Gly Ser Phe Thr Val Arg Ala Asp His Gly Glu Pro He Gly 
165 170 175 



Arg Gly Thr Lys Val He Leu His Leu Lys Glu Asp Gin Thr Glu Tyr 
180 185 190 



Leu Glu Glu Arg Arg Val Lys Glu Val Val Lys Lys His Ser Gin Phe 
195 200 205 



lie Gly Tyr Pro He Thr Leu Tyr Leu Glu Lys Glu Arg Glu Lys Glu 
210 215 220 



He Ser Asp Asp Glu Ala Glu Glu Glu Lys Gly Glu Lys Glu Glu Glu 
225 230 235 240 



Asp Lys Asp Asp Glu Glu Lys Pro Lys He Glu Asp Val Gly Ser Asp 
245 250 255 



Glu Glu Asp Asp Ser Gly Lys Asp Lys Lys Lys Lys Thr Lys Lys He 
260 265 270 



Lys Glu Lys Tyr He Asp Gin Glu Glu Leu Asn Lys Thr Lys Pro He 
275 280 285 



Trp Thr Arg Asn Pro Asp Asp He Thr Gin Glu Glu Tyr Gly Glu Phe 
290 295 300 



Tyr Lys Ser Leu Thr Asn Asp Trp Glu Asp His Leu Ala Val Lys His 
305 310 315 320 



Phe Ser Val Glu Gly Gin Leu Glu Phe Arg Ala Leu Leu Phe He Pro 
325 330 335 
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Arg Arg Ala Pro Phe Asp Leu Phe Glu Asn Lys Lys Lys Lys Asn Asn 
340 345 350 



lie Lys Leu Tyr Val Arg Arg Val Phe lie Met Asp Ser Cys Asp Glu 
355 360 365 



Leu lie Pro Glu Tyr Leu Asn Phe lie Arg Gly Val Val Asp Ser Glu 
370 375 380 



Asp Leu Pro Leu Asn lie Ser Arg Glu Met Leu Gin Gin Ser Lys lie 
385 390 395 400 



Leu Lys Val lie Arg Lys Asn lie Val Lys Lys Cys Leu Glu Leu Phe 
405 410 415 



Ser Glu Leu Ala Glu Asp Lys Glu Asn Tyr Lys Lys Phe Tyr Glu Ala 
420 425 430 



Phe Ser Lys Asn Leu Lys Leu Gly lie His Glu Asp Ser Thr Asn Arg 
435 440 445 



Arg Arg Leu Ser Glu Leu Leu Arg Tyr His Thr Ser Gin Ser Gly Asp 
450 455 460 



Glu Met Thr Ser Leu Ser Glu Tyr Val Ser Arg Met Lys Glu Thr Gin 
465 470 475 480 



Lys Ser lie Tyr Tyr lie Thr Gly Glu Ser Lys Glu Gin Val Ala Asn 
485 490 495 



Ser Ala Phe Val Glu Arg Val Arg Lys Arg Gly Phe Glu Val Val Tyr 
500 505 510 



Met Thr Glu Pro lie Asp Glu Tyr Cys Val Gin Gin Leu Lys Glu Phe 
515 520 525 



Asp Gly Lys Ser Leu Val Ser Val Thr Lys Glu Gly Leu Glu Leu Pro 
530 535 540 



Glu Asp Glu Glu Glu Lys Lys Lys Met Glu Glu Ser Lys Ala Lys Phe 
545 550 555 560 



Glu Asn Leu Cys Lys Leu Met Lys Glu lie Leu Asp Lys Lys Val Glu 
565 570 575 



Lys Val Thr lie Ser Asn Arg Leu Val Ser Ser Pro Cys Cys lie Val 
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580 585 590 



Thr Ser Thr Tyr Gly Trp Thr Ala Asn Met Glu Arg lie Met Lys Ala 
595 600 605 



Gin Ala Leu Arg Asp Asn Ser Thr Met Gly Tyr Met Met Ala Lys Lys 
610 615 620 



His Leu Glu lie Asn Pro Asp His Pro lie Val Glu Thr Leu Arg Gin 
625 630 635 640 



Lys Ala Glu Ala Asp Lys Asn Asp Lys Ala Val Lys Asp Leu Val Val 
645 650 655 



Leu Leu Phe Glu Thr Ala Leu Leu Ser Ser Gly Phe Ser Leu Glu Asp 
660 665 670 



Pro Gin Thr His Ser Asn Arg lie Tyr Arg Met lie Lys Leu Gly Leu 
675 680 685 



Gly lie Asp Glu Asp Glu Val Ala Ala Glu Glu Pro Asn Ala Ala Val 
690 695 700 



Pro Asp Glu lie Pro Pro Leu Glu Gly Asp Glu Asp Ala Ser Arg Met 



705 


710 


715 




720 




Glu Glu Val Asp 












<210> 39 

<211> 2175 

<212> DNA 

<213> Homo sapiens 












<400> 39 
atgcctgagg 


aagtgcacca 


tggagaggag 


gaggtggaga 


cttttgcctt 


tcaggcagaa 


60 


attgcccaac 


tcatgtccct 


catcatcaat 


accttctatt 


ccaacaagga 


gattttcctt 


120 


cgggagttga 


tctctaatgc 


ttctgatgcc 


ttggacaaga 


ttcgctatga 


gagcctgaca 


180 


gacccttcga 


agttggacag 


tggtaaagag 


ctgaaaattg 


acatcatccc 


caaccctcag 


240 


gaacgtaccc 


tgactttggt 


agacacaggc 


attggcatga 


ccaaagctga 


tctcataaat 


300 


aatttgggaa 


ccattgccaa 


gtctggtact 


aaagcattca 


tggaggctct 


tcaggctggt 


360 


gcagacatct 


ccatgattgg 


gcagtttggt 


gttggctttt 


attctgccta 


cttggtggca 


420 


gagaaagtgg 


ttgtgatcac 


aaagcacaac 


gatgatgaac 


agtatgcttg 


ggagtcttct 


480 
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gctggaggtt ccttcactgt gcgtgctgac catggtgagc ccattggcag gggtaccaaa 54 0 

gtgatcctcc atcttaaaga agatcagaca gagtacctag aagagaggcg ggtcaaagaa 600 

gtagtgaaga agcattctca gttcataggc tatcccatca ccctttattt ggagaaggaa 660 

cgagagaagg aaattagtga tgatgaggca gaggaagaga aaggtgagaa agaagaggaa 720 

gataaagatg atgaagaaaa acccaagatc gaagatgtgg gttcagatga ggaggatgac 780 

agcggtaagg ataagaagaa gaaaactaag aagatcaaag agaaatacat tgatcaggaa 840 

gaactaaaca agaccaagcc tatttggacc agaaaccctg atgacatcac ccaagaggag 900 

tatggagaat tctacaagag cctcactaat gactgggaag accacttggc agtcaagcac 960 

ttttctgtag aaggtcagtt ggaattcagg gcattgctat ttattcctcg tcgggctccc 1020 

tttgaccttt ttgagaacaa gaagaaaaag aacaacatca aactctatgt ccgccgtgtg 1080 

ttcatcatgg acagctgtga tgagttgata ccagagtatc tcaattttat ccgtggtgtg 1140 

gttgactctg aggatctgcc cctgaacatc tcccgagaaa tgctccagca gagcaaaatc 1200 

ttgaaagtca ttcgcaaaaa cattgttaag aagtgccttg agctcttctc tgagctggca 1260 

gaagacaagg agaattacaa gaaattctat gaggcattct ctaaaaatct caagcttgga 1320 

atccacgaag actccactaa ccgccgccgc ctgtctgagc tgctgcgcta tcatacctcc 1380 

cagtctggag atgagatgac atctctgtca gagtatgttt ctcgcatgaa ggagacacag 144 0 

aagtccatct attacatcac tggtgagagc aaagagcagg tggccaactc agcttttgtg 1500 

gagcgagtgc ggaaacgggg cttcgaggtg gtatatatga ccgagcccat tgacgagtac 1560 

tgtgtgcagc agctcaagga atttgatggg aagagcctgg tctcagttac caaggagggt 162 0 

ctggagctgc ctgaggatga ggaggagaag aagaagatgg aagagagcaa ggcaaagttt 1680 

gagaacctct gcaagctcat gaaagaaatc ttagataaga aggttgagaa ggtgacaatc 174 0 

tccaatagac ttgtgtcttc accttgctgc attgtgacca gcacctacgg ctggacagcc 1800 

aatatggagc ggatcatgaa agcccaggca cttcgggaca actccaccat gggctatatg 1860 

atggccaaaa agcacctgga gatcaaccct gaccacccca ttgtggagac gctgcggcag 1920 

aaggctgagg ccgacaagaa tgataaggca gttaaggacc tggtggtgct gctgtttgaa 1980 

accgccctgc tatcttctgg cttttccctt gaggatcccc agacccactc caaccgcatc 2040 

tatcgcatga tcaagctagg tctaggtatt gatgaagatg aagtggcagc agaggaaccc 2100 

aatgctgcag ttcctgatga gatcccccct ctcgagggcg atgaggatgc gtctcgcatg 2160 

gaagaagtcg attag 2175 



<210> 40 



<211> 21 

<212> DNA 

<213> Artificial 



<220> 

<223> Target sequence for caspase 
<400> 40 

aaggaaagtt ggacatcctg a 



<210> 41 

<211> 4 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Peptide 

<400> 41 

Asp Glu Val Asp 
1 



<210> 42 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Peptide 

<400> 42 

Asp Glu Val Asp Ala Pro Lys 
1 5 



<210> 43 

<211> 8 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Peptide 

<400> 43 

Val Asp Gin Met Asp Gly Trp Lys 
1 5 



<210> 44 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Peptide 



<400> 44 

Asp Glu Val Asp Ala Arg Lys 
1 5 



<210> 45 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Peptide 

<400> 45 

Val Asp Val Ala Asp 
1 5 



<210> 46 

<211> 8 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Peptide 

<400> 46 

Val Asp Val Ala Asp Gly Trp Lys 
1 5 



<210> 47 

<211> 8 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Peptide 

<400> 47 

Val Asp Gin Val Asp Gly Trp Lys 
1 5 



<210> 48 

<211> 4 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Peptide 

<400> 48 

Val Glu He Asp 
1 



-98 



<210> 49 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Peptide 

<400> 49 



Val Gin Val Asp Gly Trp Lys 
1 5 



